WO 02/02641 - PCT/US01/19110

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 . 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

«<210> 251
<211> 251
<212> PRT
<213> Homo sapiens

<400> 251
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 ‘ 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Gly Phe Tyr
100 105 110

Pro Val Trp CGly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly CGly
115 4 120 125

@ly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140 :

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
' 165 170 175
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Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Vval Tyr Tyr Cys Glo Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 252
<211> 251
<212> PRT
<213> Homo gapiens

<400> 252
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 . 10 ' 15

Ser Val Lys Val Ser Cys Lys Ala Ser 8ly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
' 35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu His Tyr His
100 105 110

Thr His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125
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Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr @ln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr -
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 253
<211> 251
<212> PRT
<213> Homo sapiens

<400> 253 . )
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Vval Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 - 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45 ‘

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lyé Phe
50 55 60

Glan Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Vval Tyr Tyr Cys
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85 ' 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Asp Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Ala Gly Val Pro Asp Arg Phe Ser Gly Ser
155 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu )
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 254
<211> 251
<212> PBRT
<213> Homo sapiens

<400> 254
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Asn Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Gly Ser Cys Lys Ala Tyr Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg G¢ln Ala Pro Gly Gln Gly Leu Glu Txp Val
35 40 45 ‘
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Gly Trp Ile Asn Asp His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Tyr Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
: 85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Ile His Phe Leu
100 105 110

Pro Leu Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 . 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thrxr Arg Leu Glu Ile Lys Arg
245 250

<210> 255
<211l> 251
<212> PRT
<213> Homo sapiens
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<400> 255 ’
Gln Val Gln Leu Val Gln Ser Ala Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 . 40 45

Gly Trp Ile Ser Gly His Gly Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Ile Pro Phe Leu
100 105 110

Pro Leu Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
118 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
1306 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Lew Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240
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Phe Gly Gln Giy Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 256
«<211> 251
<212> PRT
<213> Homo sapiens

<400> 256
Gln Val Gln Leu Val Gln Ser-Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 ’ 40 ) 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Vval Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110 :

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly @ly Ser ala Leu Glu Thr
130 135 140

Ala Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 . 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190
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Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 257
<211> 251
<212> PRT
<213> Homo sapiens

<400> 257
Gln val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
) 20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

@Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Vval Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 ’ 75 80

Ile Glu Leu Arg Sex Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 . 140
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Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190 ’

@Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Asn Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 258
<211> 251
<212> PRT
<213> Homo sapiens

<400> 258
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Glia Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 . 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyxr Cys
85 8Q 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
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100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys BArg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Arg Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 259
<211> 251
<21l2> PRT
<213> Homo sapiens

<400> 259 : -
Gln Val Gln Leu Val Gln Ser Gly val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

@ly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50° 55 60
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Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Met His Tyr Leu
100 105 110

Pro Val Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

@Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 . 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 180

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Als Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pré Arg Thr
225 230 235 : 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 260
<211> 251
<212> PRT
<213> Homo sapiens

<400> 260
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
; 15

1 5 10
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Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 : 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala vVal Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Glu Phe Phe
100 105 110

Ser Hisg Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser CGly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 150

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg‘Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250
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<210> 261
<211> 244
<212> PRT
<213> Homo sapilens

<400> 261
Gln Val Gln Leu Ala Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Gly Ser Gly Phe Thr Phe Asp Asp Tyr
20 25 30

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Asp Trp Val

Ser Ala Ile Thr Trp Asn Ser Gly His Ile Asp Tyr Ala Asp Ser Val
50 55 60

Glu Gly Brg Phe Ala Val Ser Arg Asp Asn Ala Lys Asn Ala Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Pro Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Thr Lys Ala Ser Tyf Leu Ser Thr Ser Ser Ser Leu Asp Asn Trp Gly
100 105 . 110

Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Asp Ile Gln Met Thr Gln Ser Pro
130 135 140

Ser Ser Leu Ser Ala Ser Ile Gly Asp Arg Val Thr Ile Thr Cys Arg
145 150 1558 160

Ala Ser Gln Gly Ile Arg Asn Tyr Leu Ala Trp Tyr Gln Gln Lys Pro
165 170 - 175

Gly Lys Ala Pro Lys Leu Leu Ile Tyr Ala Ala Ser Thr Leu Gln Ser
180 185 190

Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr
195 200 205
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Leu Thr Ile Ser Ser Leu Gln Pro Glu Asp Val Ala Thr Tyr Tyr Cys
210 215 220

Gln Lys Tyr Asn Ser Ala Pro Tyr Ala Phe Gly Gln Gly Thr Lys Val
225 230 235 240

Glu Ile Lys Arg

<210> 262
<211> 251
<212> PRT
<213> Homo sapiens

<400> 262
Gln Val GIn Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser'Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Vval Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 : 70 75 80

Ile Glu Leu Arg Ser Leu-Lys Ser Asp Asp Thr Ala Vval Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Ile His Tyr Leu
100 105 110

Val Thr Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

311



WO 02/02641 : PCT/US01/19110

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 ‘ 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 R 185 190

@Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arxrg Leu Glu Prec Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ald Thr Ser Pro Arg Thr
225 ’ 230 235 ) 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 263
<211l> 251
<212> PRT
<213> Homo sapiens

<400> 263~
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Liys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro ély Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thxr Ala vVal Tyr Tyr Cys
85 S0 55

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Pro Tyr Tyr
100 105 110

Thr Leu Trp Gly Gln Gly Thr Met Vval Thr Val Ser Ser Gly Gly Giy
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115 120 125

Gly Sexr Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175 .

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

@lu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 264
<211> 251
<212> PRT
<213> Homo sapiens

<400> 264 . . .
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser vVal Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 ) 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Sex Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Vval Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 : 75 80
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Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu His Tyr Tyr
100 105 110

Pro Ile Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 ! 185 130

Gly Thr Ser. Arg Arg Ala Thr Gly val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Vval Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Prc Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 265
<211> 251
<212> PRT
<213> Homo sapiens

<400> 265
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
-1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30
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Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 €0

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 . 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Trp Phe Tyr
100 105 110

Pro Leu Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Glmn Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 . 200 205

Glu Ser @ly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln @Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 266
<211> 251
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<212> PRT
<213> Homo sapiens

<400> 266
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Vval Thr Met Thr Ala Asp Ala Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 o0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 1560

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 - 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220
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Asp Phe Ala val Tyr Tyr Cys Gln Gln Tyr Gly Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
: 245 250

<210> 267
<211> 251
<212> PRT
<213> Homo sapiens

<400> 267
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 ) 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyxr Val Phe Gln Tyr Phe
100 105 110

BAsp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 : 175
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Ala Trp Tyr Arg Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Agp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 268
<211> 251
<212> PRT
<213> Homo sapiens

<400> 268
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 €0

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Met Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Vval Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
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130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Ile
. 165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 269
<211l> 251
<212> PRT
<213> Homo sapiens

<400> 269
Gln Val Gln Leu Val Gln Ser Gly Vval Glu Val Lys Lys Pro Gly Ala
1 5 10 , 15

Ser vVal Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95
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Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu His Tyr Tyr
100 105 110

Thr His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Glmn Ser val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 : 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
’ 245 250

<210> 270
<211l> 251
<212> PRT
<213> Homo sapilens

<400> 270
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
-1 5 10 - 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45
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Gly Txrp Val Ser Gly His Asp Asp Ser Thr
50 55

Gln Gly Arg Val Thr Met Thr Ala Asp Thr
65 707

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp
85 90

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser
100 105

Ala Tyr Trp Gly Gln Gly Thr Met Val Thr
115 120

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly
130 135

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser
145 150

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser
165 ) 170

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala
180 185

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro
195 200

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile
210 215

Asp Phe Ala val Tyr Tyr Cys Gln Gln Tyr
225 230

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys
245 250

<210> 271
<211l> 251
<212> PRT
<213> Homo sapiens

<400> 271
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Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 ‘ 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Arg Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 - 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240
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Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 272
<211l> 251
<212 PRT
<213> Homo sapiens

<400> 272
Gln Vval Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Sexr Asp Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Ile His Phe Tyr
100 105 110

Ser Leu Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125 N

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 - 150 ‘155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

323



WO 02/02641 PCT/US01/19110

Gly Thr'Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
185 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

- Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
! 245 250

<210> 273
<211> 251
<212> PRT
<213> Homo sapiens

<400> 273 .
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 - 45

Gly Trp Ile Ser Gly His Gly Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 T 90 ‘ 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gly Phe Phe
100 105 110

Pro His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
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145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 ’ 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

@Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 . 235 2490

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 274
<211> 251
<212> PRT
<213> Homo sapiens

<400> 274 }
Gln Val Gln Leu Val Gln Ser Gly:Vval Glu Val Lys Met Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp. Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 9qQ 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110
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Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 . 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu.Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Vval
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
185 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
: 245 250

<210> 275
<211l> 251
<212> PRT
<213> Homo sapiens

<400> 275
Gln vVal Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 ) 10 15

Ser vVal Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 - 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60
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Gln Gly Arg Val Ala Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly @ly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 - 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 _ 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 150

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220 :

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 276
<211> 251
<212> PRT
<213> Homo sapiens

<400> 276 .
Gln Val Gln Leu Val Gln Ser Gly val Glu val Lys Lys Pro Gly Ala
1 5 10 15
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Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Ala Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 ) 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 : 175

Ala Trp Tyr Gln Gln Lys Pro Gly Glm Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Th¥ Ile Ser Arg Leu Glu Pro Glu
210 215 220 ‘

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250
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<210> 277
<211> 251
<212> PRT
<213> Homo sapiens

<400> 277
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro QGly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Sexr Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lvs Phe
50 55 60

Gln Gly Arg val Thr Met Thr Ala Asp Ile Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala, Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser CGly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln,Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205
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Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 : 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 278
<211> 251
<212> PRT
<213> Homo sapiens

<400> 278
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr ala Val Tyx Tyr Cys
85 S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 ’ 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Sexr Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Gly Gln Ser val Thr Arg Gly Trp Vél
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165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Glan Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 - 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

AsSp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 . 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 279
<211> 251
<212> PRT
<213> Homo sapiens

<400> 279
@Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 Lo 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 S0 : 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Ala His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125
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Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arxrg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 ) 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro BAsp Arg Phe Ser Gly Serxr
195 200 205

Glu Ser Arg Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Glm Gln Tyr Asp Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Axg
245 250

<210> 280
<211> 244
<212> PRT
<213> Homo sapiens

<400> 280
Gln val Gln Leu Val @Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asp Asp Tyr
20 25 30

Ala Met His Trp Val Arg Glmn Ala Pro Gly Lys Gly Leu Asp Trp Val
35 40 45

Ser Ala Ile Thr Trp Asn Ser Gly His Ile Asp Tyr Ala Asp Ser Val
50 55 60

Glu Gly Arg Phe Ala Vval Ser Arg Asp Asn Ala Lys Asn Ala Leu Tyr
65 70 75 80
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Leu Gln Met Asn Ser Leu Arg Pro Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Thr Lys Ala Ser Tyr Leu Ser Thr Ser Ser Ser Leu Asp Asn Trp Gly
100 . 105 110

Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Asp Ile Gln Met Thr Gln Ser Pro
130 135 140

Ser Ser Leu Ser Ala Ser Ile Gly Asp Arg Val Thr Ile Thr Cys Arg
145 150 155 160

Ala Ser Gln Gly Ile Arg Asn Tyr Leu Ala Trp Tyr Gln Gln Lys Pro
165 170 . 175

Gly Lys Ala Pro Lys Leu Leu Ile Tyr Ala Ala Ser Thr Leu Gln Ser
180 185 190

Gly Val Pro Ser Arg-Phe Ser CGly Ser Gly Ser Gly Thr Asp Phe Thr
195 200 205

Leu Thr Ile Ser Ser Leu Gln Pro Glu Asp Val Ala Ala Tyr Tyr Cys
210 215 220

Gln Lys Tyr Asn Ser Ala Pro Tyr Ala Phe Gly Gln Gly Thr Lys Val
225 230 235 240

Glu Ile Lys Arg

<210> 281
<211> 251
<212> PRT
<213> Homo sapiens

<400> 281
Gln Val Gln Leu Val Gln Ser Gly Val Glu Vval Lys Lys Pro Gly 2Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30
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Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Txp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 80

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 20 S5

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
. 100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
‘ 165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Fhe Thr Leu Thr Ile Ser Arg Leu Glu Pro Lys
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Glon Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 . 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 282
<211> 251
<212> PRT

334



WO 02/02641 PCT/US01/19110

<213> Homo sapiens

<400> 282
Gln val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly @Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Ser Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Lys Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220
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Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
T 245 250

<210> 283
<211> 251
<212> PRT
<213> Homo sapiens

<400> 283 :
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 3Q

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60 -

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Asp Phe Tyr
100 105 110

Ser val Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu‘Arg
145 150 © 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
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180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
1858 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 - . 250

<210> 284
<211> 251
<212> PRT
<213> Homo sapiens

<400> 284
Gln Val Gln Leu Val CGln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 .25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr ala Tyr
65 70 } 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Ile Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140 '
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Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

2la Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Gly
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyf Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 . 235 240

Phe Giy Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 285
<211> 251
«<212> PRT
<213> Homo sapiens

<400> 285
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 ' 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
’ 35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 ) 70 75 80

Tle Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 20 95
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Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Tyr Tyr Tyr
100 105 110

Ala Phe Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly CGly
115 120 125 :

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170’ 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 . 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Gln Thr
225 230 238 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 . ' 250

<210> 286
<211l> 251
<212> PRT
<213> Homo sapiens

<400> 286
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala

1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 ° 40 . 45
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Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Sexr Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 S5

Ala Arg Pro Phe Tyx Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyxr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 i 120 . 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190 '

@ly Thr Ser Arg Arg Ala Thr Gly Val Ala Asp Arg Phe Ser Asp Ser
\ 195 200 - -205 .

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220 '

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 287
<211> 251
<212> PRT
<213> Homo sapiens

<400> 287
Gla Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
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Ser-Val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 20 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Phe Phe Tyr
100 105 110

Pro Phe Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Gly Gln Ser Val Thr Arg Gly Txp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 150

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240
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Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 288
<211> 251
<212> PRT
<213> Homo sapiens

<400> 288 '
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Glm Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110°

Asp His Trp Gly Gln Gly Thrxr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 185 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser' Arg Arg Ala Thr Asp Val Pro Asp Arg Phe Ser Gly Sér
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195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 289
<211> 251
<212> PRT
<213> Homo sapiensg

<400> 288
Gln Val Gln Leu Val Gln Ser Gly Val Glu Ala Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr PhHe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 ' 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 8¢C

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160
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Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
‘ 165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
© 180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Sexr Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 290
<211> 251
<212> PRT
<213> Homo sapiens

<400> 290 :
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 ‘ 10 15

Ser Val Lys Val Phe Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val-Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 . 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 : 75 , 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 ’ 105 110
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Asp His Trp Gly €¢ln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 150

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
1985 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Lefi Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr aArg Leu Glu Ile Lys Arg
245 250

<210> 291
<211> 251
<212> PRT
<213> Homo sapiens

<400> 291

Gln Val Gln Leu Val Gln Ser Gly val Glu Val Lys Lys Pro Gly Ala
1 _ 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60
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Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyxr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 50 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 - 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Vval
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

o

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 ' 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Leu Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 292
<211> 251
<212> PRT
<213> Homo sapiens

<400> 292
Gln Val Gln Leu Val Gln Ser Gly Val Glu val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
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20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Val Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Léu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 - 230 235 ‘ 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250
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<210> 293
<211> 251
<212> PRT
<213> Homo sapiens

<400> 293
Gln Val Gln Leu Val Gln Ser Gly val Glu val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

dly Ile Ser Txp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Val Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln @ly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Ile Pro Phe Leu
100 105 . 110

Thr‘His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg.
145 150 . 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyxr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
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210 215 220

Asp Phe Ala val Tyr Tyr Cys Gin Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 294
<211> 251
<212> PRT
<213> Homo sapiens

<400> 294
Gln Vval Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser'Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
. 85 20 95

Ala Arg Prc Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Glu Phe Phe
100 105 110

Pro Asp Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 . 135 ) 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Afg Gly Trp Val
165 : 170 175
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Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu-
210 215 220

Agp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
- 245 250 .

<210> 295
<211> 251
<212> PRT
<213> Homo sapiens

<400> 295
Gln Val Gln Leu Ala Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 , 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn Tyr
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln @ly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 ‘ ’ 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 20 , 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 120 125
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Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Glo Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
185 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 ¢ 215 . 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 . 235 ] 240

Phe Gly Gln Gly Thr Arg Leu-Glu Ile Lys Arg
245 250

<210> 296

. <211> 251

<212> PRT
<213> Homo sapiens

<400> 296
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 : 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 . 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80
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Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp Arg Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
’ 115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 . 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
‘ 165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 180

Gly Thr Ser Arg BArg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
185 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 297
<211> 251
<212> PRT
<213> Homo sapiens

<400> 297 . .
Gln val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 : 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
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35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 . 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Glu Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 . S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 i 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu' Arg
145 150 155 160

Ala Thr Leu Sexr Cys Arg Ala Ser Gln Ser val Thr Arg Gly Trp Val
165 ' 170 175

Ala Trp Tyr Gln Cln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Agsp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
2258 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 298
<211> 251
<212> PRT
<213> Homo sapiens
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<400> 298
Gln Val Gln Leu Val Gln Ser Gly val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn Hisz
20 25 ‘ 30

Gly Ile sSer Trp Val Arg Gln Ala Pro Gly Glan Gly Leu @lu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Sexr Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 . 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 ’ 150 155 : 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Thr Arg Gly Trxp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser ARrg Arg Ala Thr Gly Vai Pro Asp Arg Phe Ser Gly Ser
195 200 . 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
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225 230 . 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Axg
245 250

<210> 299
T «211> 251
<212> PRT
<213> Homo sapiens

<400> 299 . .
Gln val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 . 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 ' 70 ' 75 . 80

Ile Glu Leu Arg Ser Leu Lys Ser Gly Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 : 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

355



WO 02/02641 : PCT/US01/19110

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 - 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 ' " 250

<210> 300
<21l1l> 251
<212> PRT
<213> Homo sapiens

<400> 300
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 - 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 20 S5

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 _ 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Cly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
- 130 135 140
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Thr Leu Thr Gln Ser Pro Asp Thr Leu Thr Leu Ser Pro Gly Glu Arg
145 . 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly val Pro Asp Arg Phe Ser Gly Ser
185 200 205

@lu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 ‘ 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Ala Arg Leu Glu Ile Lys Arg
245 250

©<210> 301
<211> 251
<212> PRT
<213> Homo sapiens

<400> 301
Gln Ile Gln Leu Val Gln Ser Gly val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 ’ 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
S0 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95
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Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 , 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Vval
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ald Pro Arg Leu Leu Met Tyr
180 ‘ 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 . 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 302
<211> 251
<212> PRT
' <213> Homo sapiens

<400> 302
Gln Val Gln Leu Val Glm Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 ) 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
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50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 ) 70 75 80

Ile Glu Leu Arg Ser Leu Lys Sexr Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 . 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser CGly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Ile
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 . 200 205 '

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220 :

" Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 303
<211> 251
<212> PRT
<213> Homo sapilens

<400> 303
. Gln Val Gln Leu Val Gln Ser Gly Val Glu val Lys Lys Pro Gly Ala
1 5 10 15

359



WO 02/02641 PCT/US01/19110
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gin Lys Phe

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala .Val Tyr Tyr Cys
85 20 a5

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
’ 100 105 110

Asp His Trp Gly Gln Gly Thr Met Vval Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Sexr Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 ;1.55 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
185 200 205 .

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Lys Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
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245 250

<210> 304
<211l> 251
<212> PRT
<213> Homo sgapiens

<400> 304
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly BAla
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asm His
20 . 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Fhe
’ 50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu His Tyr Tyr
100 105 110

Ala His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 ‘ 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205
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Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
' 245 250

<210> 305
<211> 251
<212> PRT
<213> Homo saplens

<400> 305
His Val Gln Leu Val Leu Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Cly Leu Glu Trp Val
' 35 40 45

Gly Trp Ile Ser Gly Arg Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 . 60

Gln Gly Arg val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 ' 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly.Glu Arg
145 150 155 160
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Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thxr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 150

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

-Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 : 235 2490

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 306
<211> 251
<212> PRT
<213> Homo sapiens

<400> 306 .
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn EHis
20 25 30

Gly Ile Sexr Trp Val Arg Glmn Ala Pro Gly Gln Gly Leu Glu Trp Val
35 -40 45 -

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 . 95

Val Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 ' 110
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Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 - 120 ¢ 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Vval
. 165 ' 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
. 180 © 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
155 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 ’ 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 307
<211> 251
<212> PRT
<213> Homo sapiens

<400> 307
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
' 20 25 30

CGly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala TYr
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65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 ’ 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 A 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Val Ser Arg Leu Glu Pro.Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 308
<211l> 251
<212> PRT
<213> Homo sapiens

<400> 308
Gln Val Gln Leu Val Gln Ser Gly Vval Glu Val Lys Lys Pro Gly Ala

1 5 , 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30 '
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Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 : 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 . 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 S0 ’ 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met val Thr val Ser Ser Gly Gly Gly
115 ‘ 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Ser Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
. 195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Tle Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly G1n>G1y Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 309
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<211s> 251
<212> PRT
<213> Homo sapiens

<400> 309
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 . 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 . © 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125 .

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 . 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 ) 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220 '
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Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 310
<211> 251
<212> PRT
<213> Homo sapiens

<400> 310

Gln Val Gln Leu Val Gln Ala Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Glu Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr \
65 70 75 ‘80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 . 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 ) 175
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Ala Trp Tyr Gln Gln Arg Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 311
<211> 251
<212> PRT
<213> Homo sapiens

<400> 311 .
Gln Val Gln Leu Val Gln Ala Ala Val Glu Val Lys Lys Pro Glu Ala

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 ) 40 45

Gly Trp Ile Ser Asp His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Val Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 . 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Asp Ala Tyr Tyr Cys

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 ' 110

Asp His Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 120 125
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Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 . 150 " 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Ser Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 312
<211> 251
<212> PRT
<213> Homo sapiens

<400> 312
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 ' 30

Gly Ile 'Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala TyTr
65 70 . 75 . 80

Ile Glu Leu Arg Ser Leu Lys Ser.Asp Asp Thr Ala val Tyr Tyr C?s
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85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 ‘ 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 ' 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Pro Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser DLeu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 . 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 313
<211>-251
<212> PRT
<213> Homo sapiens

<400> 313
Gln Val Gln Leu Val @Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 ’ 5 10 , 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
. 20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
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Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 .70 75 80

Ile Glu Leu Arg Ser. Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
lOOx 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr '
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
' 245 250

<210> 314
<211> 251
<212> PRT
<213> Homo sapiens
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«<400> 314
Gln val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyzx
65 70 . 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Vval Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Bla Leu Glu Thr
130 135 ‘ 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro. Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Ala Tyr Arg Phe Ser Ala Ser
195 200 205

Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 218 A 220

Asp Phe Ala Vval Tyr Tyr Cys Gln Gln Tyr Ser Thr Ser Pro Arg Thr
225 230 235 240
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Phe Gly @ln Gly Thr Arg Leu Glu ile Lys Arg
245 - 250

<210> 315
<211l> 251
<212> PRT
<213> Homo sapiens

<400> 315
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 - 60

Gln Gly Arg vVal Thr Met Thr Ala Asp'Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 . S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 108 110

+Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
~ 115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 ' 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170" 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Thr Arg Leu Val Met Tyr
180 185 190
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Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 - 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 ) 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 316
<21l> 251
<212> PRT
<213> Homo sapiens

<400> 316 :
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 : 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Vval
35 40 45 . :

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala TyY
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Sexr Asp Asp Thr Ala Val Tyr Tyr Cys
85 . 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trﬁ Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

375



WO 02/02641 PCT/US01/19110

Thr Leu Thr Gln Ser Thr Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 17.0 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Ser Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 .205

@lu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Tyr Ala Val Tyr Tyr Cys Gln Gln Tyr Asp Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 317
<211> 251
<212> PRT
<213> Homo sapiens

<400> 317 :
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 . 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 44 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe

@Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 ’ . 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 20 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Vval phe Gln Tyr Phe
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100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln GIn Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 ' 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Vval Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

_ Bsp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Thr Ser Pro Arg Thr
225 230 235 - 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250 :

<210> 318
<211> 251
<212> PRT
<213> Homo sapiens

<400> 318
Gln vVal Gln Leu Ile Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile sSer Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Txp Val
.35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60 '
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Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Sér Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110 ’

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg. Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln .Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 v 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 319
<211> 251
<212> PRT
<213> Homo sapiens

<220>

<221> Site

<222> (115)

<223> Xaa equals any of the naturally occurring L-amino acids’
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<400> 319 .
Gln val Gln Leu Vval Gln Ser Gly Val Glu Val Lys Iiys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Txp Val
) '35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 . 70 75 " 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 ‘ 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Gly Phe Gln Tyr Phe
100 105 110

Asp His Xaa Cys Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 - 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trxp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 . 180

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 : 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
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225 230 T 235 240-

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 320
<211l> 251
<212> PRT
<213> Homo sapilens

<400> 320

Gln Val Gln Leu Val Gln Ser Gly Val Glu Vval Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
1040 ’ 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly @ly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr. Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Vval
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190
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' Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp FPhe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Leu Pro Arg Thr
225 230 235 240

v

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 321
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 321 :
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 ' 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 " 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Ile
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Thr Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 ; 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 ' 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Gly Leu Asp Ser
100 - 105 : . 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140
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Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser His Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 . 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe CGly
225 230 ’ 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 322
<211> 249
<212> PRT
<213> Homo sapiens

<400> 322 .
Gln val Gln Leu Gln Glo Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 .30

Ala Ile Asn Trp!Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 ) 8Q

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly'Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Glmn Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 - ) 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 . 215 220

Tyr Tyr Cys Asn Tyr Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 323
<211> 249
<212> PRT
<213> Homo sapiens

<400> 323
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala.ser Gly Gly Thr Phe Asn Asn Asp
20 25 " 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
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Gln
65

Met
Ala
Trp
Gly
Thr
145
Thr

Gln

Thr

Tyr
225

Gly

50

Gly

Glu

Arg

Gly

Gly

130

Gln

Cys

Lys

Pro

Ala

210

Tyr

Gly

Arg

Leu

Ser

Arg

115

Gly

Asp

Gln

Pro

Ser

195

sSer

Cys

Thx

«210> 324
<211l> 249
<212> PRT
<213> Homo sapiens

«<400> 324
@ln Val €ln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

L

val

Ser

Arg

100

Gly

Gly

Pro

Gly

Gly

180

Gly

Leu

Asn

Glu

Ala

Ser

85

Asp

Thr

Ser

Ala

Asp

165

Gln

Ile

Thr

Ser

Leu
245

5

Ile
70

Leu

Leu

Met

Gly

Val

150

Ser

Ala

Pro

Ile

Arg

230

Thr

55

Thr

Arg

Leu

Val

Gly

135

Ser

Leu

Pro

Asp

Thr

215

Asp

Val

Ala

Ser

Leu

Thr

120

Gly

Val

Arg

Val

Arg

200

Gly

Sexr

Leu

Asp

Glu

Phe

105

Val

Gly

Ala

Ser

Leu

185

Phe

Ala

Ser

Gly

Glu

Asp

90

Pro

Ser

Ser

Leu

Tyr
170
Val
Ser

Gln

Gly

10

384

Ser

75

Thr

Leu

Ser

Ala

Gly

155

Tyr

Ile

Gly

Ala

Asn
235

60

Thr

Ala
Ala
Gly
Phe
140
Gln
Ala

Tyx

Ser

Sex

Val‘

Pro

Gly

125

Ser

Thr

Ser

Gly

Ser

205

Glu
220

His

Asp

Trp

Thr

Tyr

Leu

110

Gly

Ser

val

Trp

Lys

190

Ser

Glu

Val

Ala
Tyr

95
Tyr
Gly
Glu
Arg
™vE
175
Asn
Gly
Ala

Phe

15
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Ser

80

Cys

Pro

Ser

Leu

val

160

Gln

Asn

Asn

Asp

Gly
240
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 . 25 : 30

Ala Ile Asn Trp Val Arg Glmn Ala Pro Gly Gln Gly Leu Glu Trp Met
35 - 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Gly Leu Asp Val
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 - 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 : 170 i 175 :

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 . 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asb Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp vVal Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
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245

<210> 325
<21l> 249
<212> PRT
<213> Homo sapiens

<400> 325
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Txp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu.Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Leu Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125 .

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 ) 135 140 _

Thr Giln Asp Pro Ala Val Ser vVal Ala Leu Ala Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205 '
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 . 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 326
<211> 249
<212> PRT
<213> Homo sapiens

<400> 326
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys.Pro Gly Ser
1 . 5 .10 . 15

Ser Val Trp Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 ‘

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr -Ala Ser
65 70 . 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 ) 125 -

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 . 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg val
145 150 155 160
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Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 . -190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
- 210 215 ' 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp vVal Phe Gly
225 230 235 240

‘Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 327
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 327
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 " 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 - 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Gly Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ala Leu Ser Pro
100 . 105 110
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Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Ser Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 328

<211> 249

<212> PRT )

<213> Homo sapiens

<400> 328 '
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 - 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Tle Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala AsSp Glu Ser Thr Ser Thr Ala Ser
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65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Tyr Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met val Thr val Ser Ser Gly Gly Gly Gly Ser
115 " 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 : 135 140

Thr Gln Asp Pro Ala Val Ser Val Pro Leu Gly .@ln Thr Val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp. Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
© 180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 . 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245 :

<210> 329
<211> 249
<212> PRT
<213> Homo sapiens

<400> 329
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30
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Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Phe Asp Leu
100 . 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
1158 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Thr Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 R 205

Thr Ala Ser Leu.Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Tr? Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 330
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<211> 249
<212> PRT
<213> Homo gapiens

<400> 330
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 : 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Sexr Arg Asp.Leu Leu Leu Phe Pro His Asp His Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 . 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 ) 175

Gln Lys Pro Gly Glm Ala Pro Val Leu Val Ile Tyr Gly Lvs Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 ' '
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Tyr Tyr Cys Asn Ser Arg Asp Ser Asn Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Vval Leu Gly
245

<210> 331
<211> 249
<212> PRT
<213> Homo sapiens

<400> 331
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 ) 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly ‘Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala TIle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg -Ser Arg Asp Leu Leu Leu Phe Pro Ser Asp Pro Leu Gly Phe
100 108 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125 :

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 . 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 , 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 150

Arg Pro Pro Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 ' 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
- 225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 332
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 332
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Tle Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr His Pro Leu Ser Phe
100 . 105 . 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
11s 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 ’ 140

Thr Gln Asp Pro Ala Vval Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Vval Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn .
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 ’ 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 333
<211> 249
<212> PRT
<213> Homo sapiens

<400> 333
Gln Vval Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 } 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 . 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 ) 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr CYS
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180
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245

Gln Val Gln Leu Gln

1
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20
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150
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135
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Thr

120
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200
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125
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Trp
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp @lu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 - 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Asp Pro Leu Ser Leu
' 1001 105 110

Trp Ser Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 12¢ 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 . 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
' 180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 ’ 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu-Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser-Ser Gly Asn His Trp Val Phe Gly
225 230 235 . 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<216> 335
<211> 249
<212> PRT .
<213> Homo sapiens
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<400> 335
Gln Val Gln Leu @ln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gla Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 S5

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ala Pro Leu Ser Phe
100 v "105 - 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 ' 135 140

Thr Gl Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 - 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
- 180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 : 230 235 240
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Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 336
<211> 249
<212> PRT
<213> Homo sapilens

<400> 336
Gln Val Pro Leu Gln Arg Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu @lu Trp Met
35 40 45 :

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 - 20 95

Ala Arg Ser Arg-Asp Leu Leu Leu Phe Pro Ala Ser Pro Leu Ser Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 1258

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

' Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 . 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 T, 1980
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Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
© 245

«<210> 337
<211> 248
<212> PRT
<213> Homo sapiens

<400> 337
Gln Vval Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn BAsn
20 25 30

Ala Tle Asn Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 . 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 .75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 S5

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Asp Ala Leu Ser Trp
100 105 110

Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly'Gly Ser Gly
115 120 125

Gly Gly Gly Ser Gly @Gly Gly Gly Ser ala Phe Ser Ser Glu Leu Thr
130 135 140
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Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val Thr
145 150 . 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asn Tyr
210 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly Gly
225 230 235 240

Gly Thr Glu Leu Thr Vval Leu Gly
245

<210> 338
<211> 249
<212> PRT
<213> Homo sapiens

<400> 338
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 ' 25 30

Ala Ile 2Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Sef Thr Ala Ser
65 70 ' 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp- Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu heu Leu Phe Pro Ser Ala. Pro Leu Arg Phe
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100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135~ 140 )

"Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 3 200 . 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 ' 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
. 245 ~

. <210> 339
<211> 248
<212> PRT
<213> Homo sapiens

<400> 339
Gln Vval Gln Leu Gin Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Ser Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 - ‘
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Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Asp Pro Leu Glu Trp
100 ’ 105 110

Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu Thr
130 135 140

Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val Thr
145 ) 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 ’ 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly Gly
225 230 235 240

Gly Thr Glu Leu Thr val Leu Gly
245

<210> 340
<211> 249
<212> PRT
<213> Homo sapiens

<400> 340 :
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 ' 5 10 15
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
: 20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Ser Pro Leu Tyr Pro
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Tyr Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Ser Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 )

Tyr Tyr Cys Asn Tyr Arg Asp Ser Ser Gly.Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

404



WO 02/02641 PCT/US01/19110

<210> 341
<211l> 249
<212> PRT
<213> Homo sapilens

<400> 341
@Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 is

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cyé
85 90 95

Ala Gly Ser Arg Asp Leu Leu Leu Phe Pro His Ser Ser Leu Val Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Ser Ser Ser Glu Leu
130 135 140

Thr Gln Asp‘Pro Ala val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150° 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 . 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 : 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 . 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 342
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 342
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 . 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60.

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 : 70 . 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Ary Ser Arg Asp Leu Leu Leu Phe Pro Tyr Asp Pro Leu Leu Phe
100 105 110

1o

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
’ 115 120 . 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Aig val
145 150 155 160
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Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 ) 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 343
<211> 249
<212> PRT
<213> Homo sapiens

<400> 343
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly. Ser
1 5 10 ' 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 :

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 : ’ 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Tyr Phe
100 105 110 -

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
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115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Teu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 .170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
: 180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 ) 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Vval Leu Gly
' 245

<210> 344
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 344
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 ’ 10 15

Ser Val Arg Val Sexr Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30 '

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 : 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 g0
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Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Ser Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 . 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 150 155 160

ThrVCys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 ‘ 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 - 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu 2Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 345
<21l> 249
<212> PRT
<213> Homo sapiens

<400> 345
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30
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Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly @ly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

" Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Leu Ser Pro Leu Ser Phe
100 1C5 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 '

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Sexr Ser Gly Asn His Trp Val Phe Gly
225 230 235 2490

Gly Gly Thr CGlu Leu Thr Val Leu Gly
245

<210> 346
<211> 249
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<212> PRT
<213> Homo sapiens

<400> 346
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser @ly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln @Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asp Phe Pro Met Ala Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 . 150

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Tyr Ser Ser Gly Asn
195 200 . 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220
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Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Asp

225

230

Gly Gly Thr Glu Leu Thr Val Leu Gly

<210>
<211>
<212>
<213>

<400>

347
248
PRT
Homo sapiens

347

245

Gln Val Gln Leu Gln

1

Ser

Ala

Gly

Gln

65

Met

Ala

Gly

Gly

Gln

145

Cys

val
Ile
Gly
Gly
Glu
Arg
Arg
Gly
130

Asp

Gln

Arg

Asn

35

Ile

Arg

Leu

Ser

Gly

115

Gly

Pro

Gly

val

20

Trp

Ile

val

Ser

Arg

100

Thr

Ser

ala

Asp

5

Ser

val

Pro

Ala

Ser

85

Asp

Met

Gly

val

Ser
165

Gln

Cys

Arg

Met

Ile

70

Leu

Leu

val

Gly

Sexr

150

Leu

Ser

Lys

Gln

Phe

55

Thr

Arg

Leu

Thr

Gly

135

val

Arg

Gly
Ala
Ala

40
Gly
Ala
Sexr
Leu
val
120
Gly

Ala

Ser

Ala

Ser
25

Pro

Glu
10

Gly

Gly

Thr Ala

Asp

Glu

Glu Asp

Phe
105

S0

Pro

Ser Ser

Ser Ala

Leu Gly

TYyY

Tyr
170

412

235

Val

Gly

Gln

Lys

Ser

75

Thr

His

Gly

Phe

Gln

155

Ala

Lys

Thr

Gly

Tyr

60

Thr

Ala

Ser

Gly

Ser
140

Thr-

Ser

Lys

Phe

Leu

45

Ser

Ser

Val

Pro

Gly

125

Ser

Val

Trp

240

Pro Gly Ser
15

Asn Asn Asn
30

Glu Trp Met

Gln Asn Phe

Thr Ala Ser
80

Tyr Tyr Cys
95

Leu Tyr Trp
110

Gly Ser Gly

Glu Leu Thr

Arg Val Thr
160

Tyxr Gln Gln
175
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Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trxp Val Phe Gly Gly
225 230 235 240

Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 348
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 348
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Asn Asn
20 - 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 o5

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Asp Pro Leu Ser Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
: 115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly ‘Ser Ala Phe Ser Ser Glu Léu
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130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 ’ 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 ’ 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 34595
<211> 249
<212> PRT
<213> Homo sapiens

<400> 349 ’
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly €@ly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

@Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 .70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95 '
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asp Asp Pro Leu Leu Ser
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thxr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 1590

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 _ 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
228 R 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 350
<211> 249
<212> PRT
<213> Homo sapiens

<400> 350 :
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 ) 15 :

Ser Val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Glon Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 . 45
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<

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 .

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 920 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Gly Pro Leu Leu Ile
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Sexr Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 ' 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

_Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
1380 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly A=sn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 e 220

Tyr Tyr Cys Asn Sexr Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 351
<211> 249
<212> PRT
<213> Homo sapiens

<400> 351
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Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gly Ser Pro Leu Leu Phe
i 100 105 110 -

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly.Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 . 170 175

Gln Lys Pro Gly Gln Ala Pro val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 150

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Ile Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240
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Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 352
<211> 249
«212> PRT
<213> Homo sapiensg

<400> 352

Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 ’ 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gin Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Ala Ala Leu Ser Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 ' ) 120 125

Gly Gly Gly Gly Ser Gly Gly Giy Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190
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Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Glan Ala Glu Asp Glu Ala Asp
210 215 220 .

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr vVal Leu Gly
245

<210> 353
<211> 249
<212> PRT
<213> Homo sapiens

<400> 353
Gln Val Gln Leu Gin Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Ser Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 -

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 ' 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Thr Pro Leu Arg Phe
100 105 110 -

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 . 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
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145 150 . 155 - 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr CGly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ser Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Thr His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 354
<211l> 248
<212> PRT
<213> Homo sapiens

<400> 354
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
- 20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 T 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ser Pro Leu Thr Trp
100 105 110 '
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Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser Gly
115 ' 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu Thr
130 . 135. © 140

Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg Val Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Txp Tyr Gln Gln
165 170 - 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 ' 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 . 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 ; 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly Gly
225 230 235 240

Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 355
<211> 249
<212> PRT
<213> Homo sapiens

<400> 355
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 ’ 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 .30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60
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Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 : 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Phe Ser Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thx Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 . 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg Vval
145 150 . 155 . 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Glm Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 ] 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 i 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 356
<211l> 24595
<212> PRT
<213> Homo sapiens

<400> 356
Gln vVal Gln Leu Gln Gln Ser Gly Ala Qlu Val Lys Lys Pro Gly Ser
1 5 10 15
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Ser Val Arg Val.Ser Cys Lys BAla Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 . 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 920 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser His Pro Leu Phe Phe
1Q0 105 110 ’

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 ’ 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp‘Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 ) 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly ‘Lys Asn Asn
180 185 ’ 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245 B
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<210> 357
<211> 249
<212> PRT
<213> Homeo sapiens

<400> 357
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
. 20 25 . .30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
© 85 ' 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Pro Leu Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 :

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 358
<211> 249
<212> PRT
<213> Homo sapiens

<400> 358
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asp
- 20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
' 50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Gln Tyr Leu Asp Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 < 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
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165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 © 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu aAla Asp
210 215 220 .

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
‘ 245

<210> 359
<211> 249
«<212> PRT
<213> Homo sapiens

<400> 359
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 - 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gin Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 ) 70 : 75 80

Met Glu Lel Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ser Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 , 125 '
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr éys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 ' 170 175

@ln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 360
<211> 249
<212> PRT
<213> Homo sapiens

<400> 360
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 . 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80
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Met Glu Leu Ser Ser Leu Axg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Phe Pro Leu Val Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 ’ 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly GIn Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205 :

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 ’ 215 220 '

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 - 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 361

<211> 249

<212> PRT .

<213> Homo sapiens

<400> 361
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30
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Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Giy Tle Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Aép Thr Ala val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gly Ser Pro Leu Leu Asp
1060 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 - 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu ILeu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 . 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
: 165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
: 180 185 1390

.Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Txp Val Phe Gly
225 230 235 . 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 362
<211l> 248
<212> PRT
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<213> Homo sapiens

<400> 362
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
) 20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 : 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
€5° 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
- 85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Ala Pro Leu Leu Phe
100 105 ) 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
. 130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 " 150 155 ‘ 160

Thr Cys Gln Gly Asp Ser lLeu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Ser Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 ' 220
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Tyxr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 263
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 363
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 ’ 10 is5

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 : 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 g0 ' 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ser Tyr Leu Ser Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 \ 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
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180 . 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 . 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 364
<211> 249
<212> PRT
<213> Homo sapiens

<400> 364
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
o1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 . 25 30

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thx Ala Lys Tyr Ser Gln Asn Phe
50 . 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 ‘80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Thr Pro Leu Phe Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 : 140
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Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 . 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 ’ .220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 365
<211> 249
<212> PRT
<213> Homo sapiens

<400> 365 :
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser '

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 ’ 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asp Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 . 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 S0 95
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Ala Arg Ser Arg Asp
100

Trp Gly Arg Gly Thr
115

Gly Gly Gly Gly Ser
130

Thr Gln Asp Pro Ala
145

Thr Cys Gln Gly Asp
165

Gln Lys Pro Gly Gln
180

Arg Pro Ser Gly Ile
195

Thr Ala Ser Leu Thr
210

Tyr Tyr Cys Asn Ser
225

Gly Gly Thr Glu Leu
245

<210> 366
C«211> 249
<212> PRT
<213> Homo sapiens

<400> 366

Leu Leu Leu

Met Val Thr
120

Gly Gly Gly
135

Val Ser Val
150

Ser Leu Arg

Ala Pro Val

Pro Asp Arg
200

Ile Thr Gly
215

Arg Asp Ser
230

Thr Val Leu

Phe Pro
105

Val Ser
Gly Ser
Ala Leu
Ser Tyr

170

Leu Val

185

Phe Sexr

Ala Gln

Ser Gly

Gly

Gln val Gln Leu Gln Gln Ser Gly Ala Glu

1 5

Ser Val Arg val Ser
20

Ala Ile Asn Trp Val
35~

Cys Lys Ala

Arg Gln Ala
40

10

Ser Gly Gly Thr Phe

25

Pro Gly

His
Sexr
Ala
Gly
155
Tyr
Ile
Gly

Ala

Asn
235

Ser

Gly

Phe

140

Gln

Ala

Tyr

Ser

Glu

220

His

Pro

Gly

125

Ser

Thr

Ser

Gly

Sexr

205

Asp

Trp

Val Lys Lys

PCT/US01/19110

Leu His Pro
110

Gly Gly Ser
Ser Glu Leu

Val Arg Val
160

Trp Tyr Gln
175

Lys Asn Asn
190

Ser Gly Asn
Glu Ala Asp

Val Phe Gly
240

Pro Gly Ser
15

Asn Asn Asn
30

Gln Gly‘Leu Glu Trp Met

45
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Ala Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser G1y>Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Ser Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 ! 150 : 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
, 165 ' 170 175

Gln Lys Pro Gly Glmn Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 . 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val pPhe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
' 245

<210> 367
<211> 2459
<212> PRT
<213> Homo sapiens

<400> 367 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 B0

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 : 90 " 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Thr Thr Leu Arg Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Sexr Ser Glu Leu
130 135 . 140

Thr GIln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Vval
145 150 : 155 ’ 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 ] 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 ’ 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240
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Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 368
<211> 249
<212> PRT
<213> Homo sapiens

<400> 368
@ln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 20 o5

Ala Arg Ser Arg Agp Leu Leu Leu Phe Pro Tyr Ala Val Leu His Phe
100 105 110

Trp Gly Arg Gly Thr Met val Ala Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys @Qln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 ' 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser @Gly Ser Ser Ser Gly Asn
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195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asm His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 369
<211> 249
<212> PRT
<213> Homo sapiens

<400> 369
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Prc Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 . 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Ser Pro Leu Arg Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 : 125 '

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160
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Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr TIle Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Sexr Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 370
<211> 249
<212> PRT
<213> Homo sapiens

<400> 370
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 : 10 15

Sexr Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 ’ 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Ala Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 . 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Asp Ala Leu Ser Phe
100 105 110
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Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Sexr Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyf Cys Asn Ser Arg Asp Ser Ser CGly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 371
«211l> 249
<212> PRT
<213> Homo sapiens

<400> 371
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 , 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Tle Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

440



WO 02/02641 PCT/US01/19110

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 S5

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Ala Pro Leu Asp Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thxr Val Ser Ser Gly Gly Gly Gly Ser
115 4120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Sexr Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 372
<211> 249
<212> PRT
<213> Homo sapiens

<400> 372
Gln Vval Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
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20 25 .30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Asp Pro Pro Arg Phe
: 100 105 . 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly4Gly @ly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Vval Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 ! 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 373
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 373 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 50

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Glu Pro Leu Trp Pro
100 105 110

Trp CGly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

@Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 180

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Aép
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210 215 220

Tyr Tyr Cys BAsn Ser Arg Asp Ser Ser Gly Asn His Txp Val Phe Gly
225 230 235 240

@Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 374
<21l1l> 249
<212> PRT
<213> Homo sapiens

<400> 374 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 .5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ser Pro Leu Ser Asn
100 105 110

Trp Gly Arg Gly'Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asn Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
- 245

<210> 375
<211> 248
<212> PRT
<213> Homo sapiens

<400> 375
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser CGln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met CGlu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 : 95

_ Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Leu Pro Leu Thr Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125 .
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Agp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Sexr Ser Gly Asn
195 200 ) 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 376
<211> 249
<212> PRT
<213> Homo sapiens

<400> 376
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80
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Met Glu Leu Ser Ser Lsu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ser Pro Leu Leu Phe
100 : 105 11¢

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125 -

Gly @ly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 : 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Glmn
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys BAsn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 377
<211> 249
<212> PRT
«213> Homo sapiens

<400> 377 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 i 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Ser Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
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35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 8¢

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Ser Pro Leu Gln Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
' 245

<210> 378
<211> 249
<212> PRT
<213> Homo sapiens
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<400> 378

Gln Val Gln Leu Gln Gln Ser Gly RAla Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 -

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 )

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Thr Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 . 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Thr Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Giy
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225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 379
<211> 249
<212> PRT
<213> Homo sapiens

<400> 37¢
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala ITle Asn Trp Val Arg Gln Ala Pro Gly Glun Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ser Pro Leu Ala Phe
100 ’ 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 138 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 180
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Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
' 210 215 . 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

@Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 3890

<211> 249

<212> PRT

<213> Homo sapiens
t

<400> 380
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Tfp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Pro Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Hig Asp Pro Leu Tyr Phe
100 105 - 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
' 115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140
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Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg val
145 150 ) 155 : 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Tle Tyr Gly Lys Asn Asn
180 185 ’ 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Clu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asp His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 381
<211> 249
<212> PRT
<213> Homo sapilens

<400> 381
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 ’ 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ala His Leu Leu Fhe
100 105 110

Trp Gly Arg CGly Thr Met Vval Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly.Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro.-Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp BArg Phe Ser Gly Ser Sexr Sexr Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

@ly Gly Thr Glu Leu Thr Val Leu Cly
' 245

<210> 382
<211> 249
<212> PRT
<213> Homo sapiens

<400> 382
Gln Vval Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn ASD
20 25 30

Ala Ile Asn Trp val Arg Gln Ala pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn phe
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50 55 60

Gln Gly BArg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Lezu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ala Gly Pro Leu Arg Phe
100 105 110

Trp Gly Arg Gly Thr Met vVal Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 ) 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

- Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 383
<21l1l> 249
<212> PRT
<213> Home sapiens

<400> 383
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15
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Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asp His Ala Phe Phe Val
100 105 . 110

Trp Gly Arg Gly Thr Met Val Thx Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Prec Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 : 150 155 160

Thr Cys Gln Gly Asp Sexr Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 .

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn Hig Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
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245

<210> 384
<211> 249
<212> PRT
<213> Homo sapiens

<4005 384 .
Gln vVal Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 . 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Asp Ser Gly Phe Ala
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Leu Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
‘ 165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
1395 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 385
<211> 249
<212> PRT
<213> Homo sapiens

<400> 385 ]
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trleet
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

Cln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu Leu Led Phe Pro Ser Ser Tyr Leu Glu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Vval Arg Val
145 150 155 160
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Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 120

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 - 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 386
<211> 249
<212> PRT
<213> Homo sapiens

<400> 386
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp vVal Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Ala Ala Lys Tyr Ser Gln Asn Phe
-50 55 60

@Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala vVal Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro 'Arg Asp Pro Leu Ile Ile
100 105 110
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Trp Gly Arg Gly Thr Met Val Thr Vval Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly @ly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Vval Ala Leu Gly Gln Thr val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 - 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Vval Leu Gly
245

<210> 387
<211> 249
<212> PRT
<213> Homo sapiens

<400> 387 .
Gln Val Gln Leu Gln Gln Ser CGly Ala Glu Val Lys Lys Pro Cly Ser
1 ’ 5 10 i 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Cly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thrx Ala Ser
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65

Met Glu

Ala Arg

Trp Gly

Gly Gly
130

Thr Gln
145

Thr Cys

Gln Lys

Arg Pro

Thr Ala
210

Tyr Tyr
225

Gly Gly

Leu

Sexr

Arg

115

Gly

Asp

Gln

Pro

Ser

195

Ser

Cys

Thr

<210> 388
<21l> 249
<212> PRT
<213> Homo sapiens

<400> 388
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1

Ser

Arg

100

Gly

Gly

Pro

Gly

Gly

180

Gly

Leu

Asn

Glu

Ser

B3

ASD

Thr

Ser

Ala

Asp

165
<

Gln

Ile

Thr

Ser

Leu
245

5

70

Leu

Leu

Met

Gly

val

150

Ser

Ala

Pro

Ile

Arg

230

Thr

Arg

Leu

val

Gly

135

Ser

Leu

Pro

Asp

Thr

215

AsSp

val

Ser

Leu

Thr

120

Gly

val

Arg

Val

Arg

200

Gly

Ser

Leu

Glu

Phe

105

val

Gly

Ala

Ser

Leu

185

Phe

Ala

Ser

Gly

Asp

90

Pro

Ser

Ser

Leu

Tyr

170

Val

Ser

Gln

Gly

10

75

Thr

Ser

Ser

Ala

Gly

155

Tyx

Ile

Gly

Ala

Asn
235

Ala

Ala

Gly

Phe

140

Gln

Ala

Tyr

Ser

Glu

220

His

Val

Pro

Gly

125

Ser

Thr

Ser

Gly

Ser

205

Asp

Trp

Tyr

Leu

110

Gly

Ser

val

Trp

Lys

190

Ser

Glu

Val

Tyr

95

Gly

Glu

Arg

Tyr

175

Asn

Gly

Ala

Phe

15

PCT/US01/19110

80

Cys

Pro

Ser

Leu

val

160

Gln

Asn

Asn

Asp

Gly
240

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn

20

25

460
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Ala
Gly
Gln

65
Met
Ala
Trp
Gly
Thr
145
Thr
Gln
Arg
Thr
Tyr
225

Gly

Ile

Gly

50

Gly

Glu

Arg

Gly

Gly

130

Gln

Cys

Lys

Pro

Ala

210

Tyxr

Gly

Asn

35

Ile

Arg

Leu

Ser

Arg

115

Gly

Asp

Gln

Pro

Ser

195

Ser

Cys

Thr

<210> 389

Trp

Ile

Val

Ser

Arg

100

Gly

Gly

Pro

Gly

Gly

180

Gly

Leu

Asn

Glu

Val

Pro

Ala

Ser

85

Asp

Thr

Ser

Ala

Asp

165

Gln

Ile

Thr

Ser

Leu
245

Arg

Met

Ile

70

Leu

Leu

Met

Gly

Val

150

Ser

Ala

Pro

Ile

Arg

230

Thr

Gln
Phe

55
Thr
Arg
Leu
val
Gly
135
Sexr
Leu
Pro
Asp
Thr
215

Asp

val

Ala

40

aly

Ala

Ser

Leu

Thr

120

Gly

Val

Arg

Val

Arg
200

Gly

Sexr

Leu

Pro

Thr

Asp

Glu

Phe

105

Val

Gly

Ala

Ser

Leu

185

Phe

Ala

Ser

Gly

Gly

Ala

Glu

Asp

S0

Pro

Ser

Ser

Leu

Tyr

170

val

Ser

Gln

Gly

461

Gln

Lys

Ser

75

Thr

Asn

Ser

Ala

Gly

‘155

Tyr

Ile

Gly

Ala

Asn
235

Gly

Tyr

60

Thr

Ala

Ala

Gly

Phe

140

Gln

Ala

Tyr

Sexr

Glu

220

Hig

Leu

45
Sex
Ser
val
Pro
CGly
125
Ser
Thr
Ser
CGly
Sexr
205

Asp

Trp

Glu

Gln

Thr

Tyr

Leu

110

Gly

Ser

Val

Trp

Lys

190

Ser

Glu

Val

Trp

Asn

Ala

Tyxr

S5

Leu

Gly

Glu

Arg

Tyr

175

Asn

Gly

Ala

Phe

PCT/US01/19110

Met

Phe

Ser

80

Cys

Leu

Ser

Leu

Val

160

Gln

Asn

Asn

Asp

Gly
240
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<211> 248
<212> PRT
<213> Homo sapiens

<400> 389
Gln Vval Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile BAsn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Axrg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Rrg Asp Leu Leu Leu Phe Pro Ala Ala Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
' 165 170 178

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thy Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asn
210 . 215 220
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Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 - 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 390
<211> 249
<212> PRT
<213> Homo sapiens

<400> 35S0
Gln vVal Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu.Asp Thr Ala val Tyr Tyr Cys
85 90 S5

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ala Pro Leu Asp Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly @ly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 ’ 135 140 .

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Glan Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 ¢ 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

«210> 391
<211> 249
<212> PRT
<213> Homo sapiens

<400> 391
Gln Val Gln Leu Gln @Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 :

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 . 75 BQ

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 80 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Ala Val Leu Asp Ile
100 : 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

@ln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 392
<211> 249
<212> PRT
<213> Homo sapiens

<400> 392
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Sexr Thr Ser Thr Ala Ser
65 70 . 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
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Ala

Trp

Gly

Thr

145

Thr

Gln

Arg

Thr

Tyr

225

Gly

<210>
<211>
<212>
<213>

<400>

Arg

Gly

Gly

130

Gln

Cys

Lys

Pro

Ala

210

Tyr

Gly

Ser

Arg

115

Gly

Asp

Gln

Pro

Ser

195

Ser

Cys

Thr

393
249
PRT
Homo sapiens

393

Arg

100

Gly

Gly

Pro

Gly

Gly

180

Gly

Leu

Asn

Glu

85

Asp

Thr

Ser

Ala

Asp

165

Gln

Ile

Thr

Ser

Leu
245

Gln val Gln Leu Gln

1

5

Ser val Arg val Ser

20

Ala Ile Asn Trp Val

35

Leu

Met

Gly

Vval

150

Ser

Ala

Pro

Ile

Arg

230

Thr

Leu

Val

Gly

135

Ser

Leu

Pro

Asp

Thr

215

Asp

Val

Leu

Thr

120

Gly

val

Arg

Val

Arg

200

Gly

Ser

Leu

Gln Ser Gly

Cys Lys BAla

Arg Gln Ala

40

Phe

105

Val

Gly

Ala

Ser

Leu

185

Phe

Ala

Ser

90

Pro

Ser

Ser

Leu

Tyr

17¢

Val

Ser

Gln

Gly

Gly

Ala

Ser
25

Pro

Glu
10

Gly

Gly

466

Ser

Ser

Ala

Gly

155

Tyr

Ile

Gly

Ala

Asn
235

Glu

Gly

Phe

140

Gln

Ala

Tyr

Ser

Glu

220

His

Pro

Gly

125

Ser

Thr

Ser

Gly

Ser

205

Asp

Trp

Val Lys Lys

Gly Thr Phe

Gln Gly Leu

45

Leu

110

Gly

Ser

vVal

Trp

Lys

150

Ser

Glu

Val

Pro

Asn
30

Glu

85

Phe

Gly

Glu

Arg

Tyxr

175

Asn

Gly

Ala

Phe

Gly
15

Asn

Trp

PCT/US01/19110

Phe

Ser

Leu

Val

160

Gln

Asn

Asn

Asp

Gly
240

Ser

Met
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 ' 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ser Val Leu Trp Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 394
<211> 248
<212> PRT
<213> Homo sapiens
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<400> 394
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Gln Trp
100 105 110

Gly Arg Gly Thr Met Val Thr Val Sexr Ser Gly Gly Gly Gly Ser Gly
115 120 125

Gly Gly Gly Ser CGly Gly Gly Gly Ser Ala Phe Ser Ser Gly Leu Thr
130 135 140

@ln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
- 165 170 175

Lys Pro Gly Glm Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 180

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 : 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly Gly
225 230 : 235 240
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Gly Thr Glu Leu Thr Val Leu Gly

<210>
<211>
<212>
<213>

<400>

395
249
PRT
Homo sapilens

395

Gln Val Gln

1

Ser
Ala
Gly
Gln

65
Met
Ala
Trp
Gly
Thr
145

Thr

Gln

Val

Ile

Gly

50

Gly

Glu

Arg

Gly

Gly

130

Gln

Cys

Lys

Arg

Asn

35

Ile

Arg

Leu

Ser

Arg

115

Gly

Asp

Gln

Pro

Leu

val

20

Trp

Ile

Val

Ser

Arg

100

Gly

Gly

Pro

Gly

Gly
180

245

Gln
5

Ser

val

Pro

Ala

Ser

85

Asp

Thr

Ser

Ala

Asp

165

Gln

Gln

Cys

Arg

Met

Ile

70

Leu

Leu

Met

Gly

Val

150

Ser

Ala

Ser

Lys

Gln

Phe

55

Thr

Arg

Leu

Val

Gly

135

Ser

Leu

Pro

Gly

Ala

Ala

40

Gly

Ala

Ser

Leu

Thx

120

Gly

val

Arg

val

Ala

Ser

25

Pro

Thr

Asp

Glu

Phe

105

val

Gly

Ala

Ser

Leu
185

Glu

10

Gly

Gly

Ala

Glu

Asp

Pro

Ser

Ser

Leu

Tyr

170

Val

469

Val

Gly

Gln

Lys

Ser

75

Thr

Asp

Ser

Ala

Gly

155

Tyxr

Ile

Lys
Thr
Gly
Tyr

60
Thr
Ala
Ser
Gly
Phe
140
Gln

Ala

Tyr

Lys

Phe

Leu

" 45

Ser

Ser

Val

Pro

Gly

125

Ser

Thr

Sexr

Gly

Pro

Asn

30

Glu

Gln

Thr

Tyr

Leu

110

Gly

Ser

Val

Trp

Lys
190

Gly

15

Asn

Trp

Asn

Ala

Tyxr

95

Ala

Gly

Glu

Arg

Tyr

175

Asn

PCT/US01/19110

Ser

Asn

Met

Phe

Ser

80

Cys

Pro

Ser

Leu

val

160

Gln

Asn
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Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 396
<211> 249
<212> PRT
<213> Homo sapiens

<400> 396
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

@ln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala vVal Tyr Tyr Cys
85 ’ 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ser Pro Leu His Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala éhe Ser Ser Glu Leu
130 135 140
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Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 , 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 . 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
' 245

<210> 397
<2L1l> 2489
<212> PRT
<213> Homo sapiens

<400> 397 ‘
Glu Val Asn Leu Arg Glu Ser Gly Gly Gly Val val Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Gly Met His Trp vVal Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ala Val Ile Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 ‘ 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Lys Asp Gly Tyr Tyr Asp ILle Leu Thr Gly Tyr Ser Tyr Tyr Giy
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100 105 110

Met Asp Val Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile
145 150 ’ 155 1eQ

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe Gln
165 170 175

@Gln Lys Pro Gly Gln Ala Pro Leu Leu Val Val Tyr Ala Lys Asn Lys
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser CGly Ser Ser Ser Gly Asn
195 . 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly
225 230 235 240

Gly Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 398
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 398
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 ' 15

Ser Val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60
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Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 : 80 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Met Pro Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly sSer Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
’ 165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 399
<211> 249
<212> PRT
<213> Homo sapiens

<400> 399

Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala TIle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
‘ 35 40 - 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 : 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 a5

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ser Ile Leu His Pro
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 . 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 ‘ 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
’ 165 170 175

Gln Lys Pro Gly Gln Ala Pro val Leu val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
T 245
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<210>
<21l>
<212>
<213>

<400>

400
249
PRT
Homo sapiens

400

Gln val Gln

1

Ser

Ala

Gly

Gln

65

Met

Ala

Trp

Gly

Thr

145

Thr

Gln

Arg

val

Ile

Gly

50

Gly

Glu

Arg

Gly

Gly

130

Gln

Cys

Lys

Pro

Arg

Asn

35

Ile

Arg

Leu

Ser

Arg

115

Gly

Asp

Gln

Pro

Sexr
195

Leu
Val

20
Trp
Ile
val
Ser
Arg
100

Arg

Gly

Pro*

Gly

Gly
180

Gly

Gln

5

Ser

val

Pro

Ala

Ser
85

Asp

Thr

Ser

Ala

Asp

165

Gln

Ile

Gln

Cys

Arg

Met

Ile

70

Leu

Leu

Met

Gly

val

150

Sexr

Ala

Pro

Ser

Lys

Gln

Phe

55

Thr

Arg

Leu

Val

Gly

135

Ser

Leu

Pro

Asp

Gly

Ala

Ala

40

Gly

Ala

Ser

Leu

Thr

120

Gly

Val

Arg

Val

Arg
200

Ala

Sex

25

Pro

Thxr

Asp

Glu

Phe

105

Val

Gly

Ala

Ser

Leu

185

Phe

Glu

10

Gly

Gly

Ala

Glu

Asp

90

Pro

Ser

Ser

Leu

Tyr

170

val

Ser

475

Val

Gly

Gln

Lys

Ser

75

Thr

His

Ser

Ala

Gly
155

“Tyr

Ile

Gly

Lys

Thr

Gly

Tyr

60

Thr

Ala

Ala

Gly

Phe
140

Gln

Ala

Tyr

Ser

Lys

Phe

Leu

45

Ser

Ser

Val

Pro

Gly

125

Ser

Thr

Ser

Gly

Ser
205

Pro

Asn

30

Glu

Gln

Thr

Tyr

Leu

110

Gly

Ser

Val

Trp

Lys

190

Ser

Gly

15

Asn

Trp

Asn

Ala

Tyr

95

Ser

Gly

Glu

Arg

Tyr

175

Asn

Gly
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Ser

Asn

Met

Phe

Ser

80

Cys

Hig

Ser

Leu

val

160

Gln

Asn

Asn
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 :

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 . 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 401
<211> 249
<212> PRT
<213> Homo sapiens

<400> 401 :
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 ' 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
‘ 20 25 - 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asp Ala Ala Leu Arg Phe
100 105 : 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly'Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gla Thr val Arg Val
145 150 155 160
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Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Ile Ile Tyr Gly Lys Asn Asn
180 185 1380

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 . 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

«210> 402
<211> 249
<212> PRT
<213> Homo sapiens

<400> 402
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 : 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
© 85 90 : 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ser His Leu Ser Phe
100 105 ' 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
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115 ) 120 125

Gly Gly Gly Gly Ser Gly Gly CGly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 ’ 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 150

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 - 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 - 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 403
<211> 24¢
<212> PRT
<213> Homo sapiens

<400> 403
Gln Vval Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 - 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80
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Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ala Pro Leu Ser Ser
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg Vval
145 150 V 155 ‘ le0

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Glm
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 ’ 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 : 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 - 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245 )

<210> 404
<211l> 249
<212> PRT
<213> Home sapiens

<400>.404 ]
~Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 - 5 10 15

Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

479



WO 02/02641 PCT/US01/19110

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Fhe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 .70 75 80

Met @lu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Thr Pro
100 105 : 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Sexr Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Vdal Ile Tyr Gly Lys Asn Asn
180 185 . | 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Tfp Val Phe Gly
225 230 235 ) 240

Gly Gly Thr Glu Leu Thr Val Leu CGly
245

<210> 405
<211> 249
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<212> PRT
<213> Homo sapiens

<400> 405 ~
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Cln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln-Asn Phe
50 55 60

Gln Giy Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
' 85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Asp Pro Leu His Ser
100 105 . 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser CGly Gly Gly Gly Ser
- 115 120 . 125

Gly Gly Gly Gly Ser Gly Gly Gly CGly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln4Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 ’ 185 . 190 :

-Arg Pro Ser Gly Ile Pro Asp Arg Phe SerlGly Ser Ser Ser Gly Asn
195 . 200 ‘ 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220
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Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 : 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 406
<21l> 249
<212> PRT
<213> Homo sapiens

<400> 406
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys. Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 . 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Léu Glu Trp Met
35 40 ; 45 ' ’

Gly Gly Ile Ile Pro Met Phe Gly Thr Val Lys Tyr Ser Gln Asn Phe
50 55 ’ 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 - S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Phe Pro Leu His Pro
100 108 110

Trp Gly Arg Gly Thr Met vVal Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr GIn Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155- 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 : 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
: 210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly‘Asn His Trp Val Phe Gly
225 230 235 . 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 407
<211> 249
<212> PRT
<213> Homo sapiens

<400> 407
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 ' 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
. 20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 . 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ala His Pro Leu Leu Phe
100 105 110

Trp Gly Arg Arg Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 ' . 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
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130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 150 ' 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asp
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly -
: 245

<210> 408
<211> 249
<212> PRT
<213> Homo sapiens

<400> 408
Gln Val Gln -Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 . 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

484



WO 02/02641

Ala

Trp

Gly

Thr

145

Thr

Gln

Arg

Thr

Tyr

225

Gly

Arg

Gly

Gly
130

Gln

Cys

Lys

Pro

Ala
210

Tyr

Gly

Ser

Arg
100

Asp

Arg Gly Thr

115

Gly Gly ser

Asp

Gln

Pro

Ser

185

Ser

Cys

Thr

<210> 408
<211> 249
<212> PRT
<213> Homo sapiens

<400> 409
Gln Val Gln Leu Gln Gln Ser Gly

1

Pro

Gly

Gly

180

Gly

Leu

Asn

Glu

Ala

Asp

165

Gln

Ile

Thr

Ser

Lel
245

5

Leu
Met
Gly
val
150
Ser
Ala

Pro

Tle

Arg

230

Thr

Leu

val

Gly

135

Ser

Leu

Pro

Asp

Thr

215

Asp

val

Leu

Thr

120

Gly

Val

Arg

Val

Arg

200

Gly

Ser

Leu

Ser Val Arg Val Ser Cys Lys Ala

20

Ala Ile Asn Trp Val

35

Arg Gln Ala

40

Phe

105

Val

Gly

Ala

Ser

Leu

185

Phe

Ala

Ser

Gly

Ala

Ser
25

Pro

Pro

Ser

Ser

Leu

Tyr

170

Val

Ser

Gln

Gly

Glu
10

Gly

Gly

485

Phe

Ser

Ala

Gly

155

Tyr

Ile

Gly

Ala

Asn
235

Glu

Gly

Phe

140

Gln

Ala-

Tyr

Ser

Glu
220

His

Pro

Gly

125

Ser

Thr

Ser

Gly

Ser

205

Asp

Trp

Val Lys Lys

Gly Thr Phe

Gln Gly Leu

45

Leu

110

Gly

Ser

vVal

Trp

Lys

190

Ser

Glu

Val

Pro

Ser
30

Glu

PCT/US01/19110

Ile Ile
Gly Ser
Glu Leu
Arg Val

160
Tyr Gln
175
Asn Asn
Gly Asn

Ala Aép.

Phe Gly
240

Gly Ser
15

Asn Asn

Trp Met
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Glo Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 : 70 75 ; 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ala Ser Pro Leu Asn Pro
100 105 : 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg Vval
145 150 155 . 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trxp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

' Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 410

<211l> 249

<212> PRT ‘
<213> Homo sapiens

<400> 410
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Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 ] 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Sex
65 : 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ser Pro Leu Tyr Phe
100 105 110

Trp Gly Arg Gly Thr Met Vval Thr Vval Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 '

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Afg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 150

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
: 195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser .Ser Gly Asn His Trp Val Phe Gly
225. 230 235 ’ 240
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@ly @ly Thr Glu Leu Thr Val Leu Gly
245

<210> 411
<211> 249
<212> PRT
<213> Homo sapiens

<400> 411
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu vVal Lys Lys Pro Gly Ser
1 5 10 i5

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Ser Pro Leu Ser Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly €ly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val ArgKVal
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190
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Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 - 230 235 : 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 412
<211> 249
<212> PRT
<213> Homo sapiens

<400> 412
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyf Ser Gln Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Sex Arg Asp Leu Leu Leu Phe Pro Asp Asp Gly Leu Ser Ser
100 105 110 '

Trp Gly Arg Gly Thr Met val Thr Vai Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 -

Thr GIln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg val
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145

Thr Cys

Gln Lys

Arg Pro

Thr Ala
210

Tyr Tyr
225

Gly Gly

Gln

Pro

Ser

195

Ser

Cys

Thr

<210> 413
<211> 249
<212> PRT
<213> Homo sapiens

<400> 413

Gln Val
1

Ser Val

Ala Tle

Gly Gly
50

Gln Gly
65

Met Glu

Ala Arg

Gln

Arg

Asn

35

Ile

Arg

Leu

Ser

Gly

Gly

180

Gly

Leu

Asn

Glu

Leu

Val

20

Trp

Ile

val

Ser

Arg
100

Asp

165

Gln

Ile

Thr

Ser

Leu
245

Gln

5

Ser

Val

Pro

Ala

Sex

85

Asp

150

Ser
Ala
Pro
Ile
Arg

230

Thr

Gln
Cy;
Arg
Met
Ile

70

Leu

Leu

Leu

Pro

Asp

Thr

215

Asp

Val

Ser

Lys

Gln

Phe

55

Thr

Arg

Leu

Arg

Val

Arg

200

Gly

Ser

Leu

Gly

Ala

Ala

40

Gly

Ala

Ser

Leu

Ser

Leu

185

Phe

Ala

Ser

Gly

Ala

Ser

25

Pro

Thr

Asp

Glu

Phe
105

Tyr

170

Val

Ser

Gln

Gly

Glu

10

Gly

Gly

aAla

Glu

Asp

90

Pro

490

155

Tyxr

Ile

Gly

Ala

Asn
235

Val

Gly

Gln

Lys

Ser

75

Thr

Ile

Ala

Tyr

Ser

Glu

220

His

Lys

Thr

Gly

Tyr

60

Thr

Ala

Ser

Ser

Gly

Ser

205

Asp

Trp

Lys

Phe

Leu

45

Ser

ser

Val

Pro

Trp

Lys

190

Ser

Glu

Val

Pro

Asn

30

Glu

Glp

Thr

igtd

Leu
110

Tyr
175
Asn
Gly

Ala

Phe

Gly
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160

Gln

Asn

Asn

Asp

Gly
240

Ser

15

Asn

Trp

Asn

Ala

TyT
95

cys

Asn

Met

Phe

Ser

80

Cys

Phe
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Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Glmn Thr val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
’ 165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 . 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205 -

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 . 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
) 245

<210> 414
<211> 245
<212> PRT
<213> Homo sapiens

<400> 414
Gln Vval Gln Leu Gln Glmn Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 . 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 - 30

Ala Ile Asm Trp Val Arg Glmn Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Tle Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60
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Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Ala Pro Leu Tyr Gly
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Sef Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala LeuiGly Gln Thr val Arg Val
145 150 155 . 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Glo Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245 ‘ ’

<210> 415

<211> 249

<212> PRT

<213> Homo sapiens

<400> 415
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

492



WO 02/02641 PCT/US01/19110

Ser Val Arg Val Ser Cys Lys Ala Ser CGly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ser Leu Phe Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 ’ 170 175

@Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 .

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 416
<211> 249
<212> PRT
<213> Homo sapiens

<400> 416
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 . 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
5Q 55 €0 )

Gln Glyr Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Gly Pro Leu Arg Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 . 120 125

I3

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg.Val'
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Aré Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

494



WO 02/02641 PCT/US01/19110

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Txp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 417
<211> 249
<212> PRT
<213> Homo sapiens

<400> 417
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 : 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 - 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 ' 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 T 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 ' 90 S5

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ala Ala Pro Leu Ala Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 ‘ 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 ) 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
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165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 ’ 215 : 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 418
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 418
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr val Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thxr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Leu Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 : 125
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Gly Gly Gly Gly Ser Gly Gly Gly CGly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 : 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 4195

<211> 249

<212> PRT

<213> Homo sapiens

<400> 419
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
-1 5 10 15

Ser Val Arg Val Ser Cys Lys Rla Ser Gly Gly Thr Phe Asn Asn Asn
' 20 25 30

Ala Ile -Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 © 45 '

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80
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Met Glu

Ala Arg

Trp Gly

Gly Gly
130

Thr Gln
145

Thr Cys

Gln Lys

Arg Pro

Thr Ala
210

Tyr Tyr
225

Gly Gly

Leu
Ser
Arg
115
Gly
Asp
Gln
Pro
Ser
195
Ser

cys

Thr

<210> 420
<211> 249
<212> PRT
<213> Homo sapiens

<400> 420
Gln Val GIn Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1

Se_r

Arg

100

Gly

Gly

Pro

Gly

Gly

180

Gly

Leu

Asn

Glu

Ser
85

Asp

Thr

Ser

Ala
Asp
165
Gln
Ile
Thr

Ser

Leu
245

5

Leu

Leu

Met

Gly

Val

150

Ser

Ala

Pro

Ile

Arg

230

Thr

Arg

Leu

val

Gly

135

Ser

Leu

Pro

Asp

Thr

215

Asp

val

Ser

Leu

Thr

120

Gly

val

Arg

Val

Arg

200

Gly

Ser

Leu

Glu

Phe

105

Val

Gly

Ala

Ser

Leu

185

Phe

Ala

Ser

Gly

Asp

90

Pro

Ser

Ser

Leu

Tyr

170

Val

Ser

Gln

Gly

10

Thr
Thr
Ser
A;a
Gly
155
Tyxr
Ile
Gly

Ala

Asn
235

Ala
Pbe
Gly
Phe
140
Gln
Ala
Tyr
Ser
Glu

220

His

Val

Pro

Gly

125

Ser

Thr

Ser

Gly

Ser

205

Asp

Trp

Tyr

Leu

110

Gly

Ser

val

Trp

Lys

190

Ser

Glu

val

Tyr

95
Ile
Gly
Glu
Arg
Tyr
175
Asn
Gly

Ala

Phe

15
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Cys

Phe

Ser

Leu

val

160

Gln

Asn

Asn

Asp

Gly
240

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn

20

25
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Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gld Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Prc Asp Asp Pro Leu Ser Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Pro Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 . 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 421
<211l> 249
<212> PRT
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<213> Homo sapiens

<400> 421
Arg Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln @ly Leu Glu Trp Met
35 40 . 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 . 55 60

Gln Gly Arg Val ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Asp Ser Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 _—

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln 2la Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220
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Tyr Tyr Cys Asn Ser.Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

@Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 422
<211l> 249
<212> PRT
<213> Homo sapilens

<400> 422
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 ’ 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Bla Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ala Pro Leu Thr Pro
100 ) 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 .

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Cln
1685 174 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
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180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser CGly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 " 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 423
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 423
Gln vVal Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 : 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Tle Thr aAla Asp Glu Ser Thr Ser Thr Ala Ser
65 _ 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 20 - 95

Ala Arg Ser Arg Tyr Leu Leu Leu Phe Pro Tyr Ala Pro Leu Tyr Asp
100 . 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly.Gly Ser
115 120 125

Gly Gly Gly Gly ger Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140
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Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 -170 ) 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Lys
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 ) 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210=> 424
<211> 249
<212> PRT
<213> Homo sapiens

<400> 424
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 . 5 10 15

Ser vVal Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 A 60 :

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

503



WO 02/02641 PCT/US01/19110

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ser Pro Leu Ser Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 ) 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 :

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 425
<211> 249
<212> PRT
<213> Homo sapiens

<400> 425
@ln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Gly Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyx Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Prc Thr Ala Pro Leu Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 ' 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Thr Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 ’ 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
: 210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 426
<211> 249
<212> PRT
<213> Homo sapiens

<400> 426 .
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
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Ser Ala Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Sér Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala BArg Ser Arg Asp Leu Leu Leu Phe Pro His Thr His Leu Thr Phe
100 105 - 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

506



WO 02/02641 PCT/US01/19110

Gly Gly Thr Glu Leu Thr Vval Leu Gly
245

«210> 427
<21l> 249°
<212> PRT
<213> Homo sapilens

<400> 427
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 S5

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ser Ser Leu Asp Phe
100 105 i 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 L20 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
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195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 , 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 428
<211> 249
<212> PRT
<213> Homo sapiens

<400> 428 . )
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 85

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn His Pro Met Phe Pro
100 . 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125 o

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 | 155 160
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Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 429
<211> 249
<212> PRT
<213> Homo sapiens

<400> 429
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met.
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 ) 75 . 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Leu Ser Ser Leu Glu Phe
100 ’ 105 110
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Trp Gly Leu Gly Thr Met Val Thr vVal Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Val Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 430
<211> 249
<212> PRT
<213> Homo sapiens

<400> 430
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Txp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60
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Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Ala Pro Leu His Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 178 '

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 431
<211> 249
<212> PRT
<213> Homo sapiens

<400> 431
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
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20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ala His Leu Arg Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gin Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 ' 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205 ’

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 432
<211> 249
<212> PRT
<213> Homo sapiens

<400> 432
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 ’ 25 . 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 . 55 60

Gln Gly Arg val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 920 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Asp Pro Leu His Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 " 150 ) 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Aép
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210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 433
<211l> 245
<212> PRT
<213> Homo sapiens

<400> 433 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln‘Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Asp Ala Leu Gln Ser
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 434
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 434
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 : 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Txp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

@Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 : 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Thr Pro Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

515



WO 02/02641 v PCT/US01/19110

Gly @ly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 . 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Ser Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 . 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 435
<211> 2459
<212> PRT
<213> Homo sapiens

<400> 435
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Axrg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Axrg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 ' 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80
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Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 S5

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ala Ala His Leu Ser Phe
100 105 . 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 ‘ 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 436
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 436
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
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35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ala Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Arg Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 437
<21l> 249
<212> PRT
<213> Homo sapiens
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<400> 437
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asun Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pxo Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Phe Ser Pro Leu Ala Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 . 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 . 185 150

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 ( 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Giy
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225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
) 245

<210> 438
<211> 249
<212> PRT
<213> Homo sapiens

<400> 438
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15 )

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 '

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ala Pro Leu Asp Phe
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Giy Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 . 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Thr Tyr Gly Lys Asn Asn
180 185 , 190
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Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Axrg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly @Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 439
<211> 249
<212> PRT
<213> Homo sapiens

<400> 439
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 . 30 :

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Ala Pro Leu Arg Phe.
100 105 + 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
: 115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 .
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Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 . 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 ' 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 ' 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 440
<211> 249
<212> PRT
<213> Howmo sapilens

<400> 440
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met.Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ser Pro Leu Arg Ile
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Sexr Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu val Ile Tyr Gly.Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Vval Phe Gly
225 230 : 235 240

Gly Gly Thr Glu Leu Asn Val Leu Gly
245

<210> 441
<211> 249
<212> PRT
<213> Homo sapiens

<400> 441
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 ' 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

523



WO 02/02641

Gln

65

Met

Ala

Trp

Gly

Thr

145

Thr

Gln

Arg

Thr

Tyr

225

Gly

50

Gly

Glu

Arg

Gly

Gly

130

Gln

Cys

Lys

Pro

Ala

210

Tyr

Gly

Arg

Leu

Ser

Arg

115

Gly

Asp

Gln

Pro

Ser

195

Ser

Cys

Thr

«<210> 442
<211l> 2459
<212> PRT
<213> Homo sapiens

<400> 442
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser

1

val

Ser

Arg

100

Gly

Gly

Pro

Gly

Gly

180

Gly

Leu

Asn

Glu

Ala

Ser

85

Asp

Thr

Ser

Ala

Asp

165

Gln

Thr

Thr

Ser

Leu
245

5

Ile

70

Leu

Leu

Met

Gly

val

150

Ser

Ala

Pro

Ile

Arg

230

Thr

55

Thr

Arg

Leu

Val

Gly

135

Sexr

Leu

Pro

Asp

Thr

215

Asp

Val

Ala

Ser

Leu

Thr

120

Gly

val

Arg

Val

Arg

200

Gly

Ser

Leu

Asp

Glu

Phe

105

val

Gly

Ala

Ser

Leu

185

Phe

Aia

Ser

Gly

Glu

Asp

20

Pro

Ser

Ser

Leu

Tyr

170

val

Ser

Gln

Gly

10
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Sexr

75

Thr

Thr

Ser

Ala

Gly

155

Tyr

Ile

Gly

Ala

Asn
235

60

Thr

Ala

Glu

Gly

Phe

140

Gln

Ala

Tyr

Ser

Glu

220

His

Ser

Val

Pro

Gly

125

Ser

Thr

Ser

Gly

Ser

205

Asp

Trp

Thr

Tyr

Leu

110

Gly

Ser

Val

Trp

Lys

190

Ser

Glu

val

Ala

Tyr

95

Gln

Gly

Glu

Arg

Tyr

175

Asn

Gly

Ala

Phe

15
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Ser

80

Cys

Phe

Ser

Leu

Val

160

Gln

Asn

Asn

Asp

Gly
240
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gla Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser,
65 . , 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 S5

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Asp Pro Leu Ser Ala
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 ) 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 : 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 120

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 . 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
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245

<210> 443
<211> 249
<212> PRT
<213> Homo sapiens

<400> 443
Gln Val Gln Leu Gln Gln Sexr Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
38 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Asn Pro Pro Ile Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

@ly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg val
145 150 155 ' 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 444
<211> 249
<212> PRT
<213> Homo sapiens

<400> 444
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5. 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 - : 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Vval Tyr Tyr Cys
’ 85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Thr Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly @Gln Thr Val Arg Vval
145 150 155 160

527



WO 02/02641 PCT/US01/19110

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 445
<211> 249
<212> PRT
<213> Homo sapiens

<400> 445
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Axrg Glm Ala Pro Gly Gln Giy Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Asp Leu
100 105 110
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Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 ) 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205 -

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg AsSp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 446
<211> 249
<212> PRT
<213> Homo sapiens

<400> 446
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
- 50 . 55 60

Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
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65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 , 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Phe Asp Pro Leu Leu Ile
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160 .

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 . 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 447
<211> 249
<212> PRT
<213> Homo sapiens

<400> 447
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30
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Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thxr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Vval Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Asp Ala Leu Arg Ile
100 105 110 -

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser His Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Vval Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Vval Leu Gly
245

<210> 448

.531
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<211> 249
<212> PRT
<213> Homo sapiens

<400> 448
@Gln val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ala Ala Pro Leu Thr Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 . 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly GIn Thr val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 - 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala @Gln Ala Glu AsprGlu Ala Asp
210 2158 220
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Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 449
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 449 .
Gln Val Gln Leu @Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 .

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Sexr Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp CGlu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Glu Gly Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 ) 125

i

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 . 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
188 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 450
<211> 249
<212> PRT
<213> Homo sapiens

<400> 450
Gln Val Gln Leu Gln Gln Pro Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser G@Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Ala Pro Leu Ser Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Sexr Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Glm Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 . 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 451
<211l> 249
<212> PRT
<213> Homo saplens

<400> 451
His Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Tle Asn Trp Val Arg Glid Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 ' 75 80

Met Glu Leu Ser Ser Leu Arg Sexr Glu Asp Thr Ala val Tyr Tyr Cys
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85 g0 85

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ala Asp Ser Leu Ser Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Cly Gly Gly @ly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asn Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Glun
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
19% 200 205 ’

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 452
<211> 249
<212> PRT
<213> Homo sapiens

<400> 452
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 - 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 ' 40 45
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
! 50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 . 85

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Ser Pro Leu Thr His
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asnp Asn
180 185 120

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 N 205 ‘

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser CGly Asn His Trp Val Phe Gly
225 230 . 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 453
<211> 248
<212> PRT
<213> Homo sapiens
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<400> 453
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 T 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Asp Pro Leu Ile Trp
100 105 110

Gly Brg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu Thr
130 135 140

Gln Asp Pro BAla Val Ser Val ARla Leu Gly Gln Thr Val Arg Val Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 190

" Pro Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 . 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 . 220

Tyr Cys Asi Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly Gly
225 230 235 240
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Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 454

<211> 249

<212> PRT .
<213> Homo sapiens

<400> 454 .
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Leu Thr Pro Leu Leu Ile
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 ’ 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Sexr Val Ala Leud Gly Glan Thr Val Arg Vval
145 150 155 . 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly @ln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190
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Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln aAla Glu Asp Glu Ala Bsp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 455
<211> 2459
<212> PRT
<213> Homo sapiens -

<400> 455 .
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thx Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala vVal Tyr Tyr Cys
85 S0 S5

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Thr Pro Leu His Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 )
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100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly CGly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Arg Pro Gly Gln Rla Pro Val Leu Val Ile.Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 ) 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 ‘ 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Sexr Gly Asn His Txp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 457
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 457
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 ) 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60
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Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 E 70 75 80

Met Glu Leu Ser Ser Leu BArg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Thr Prc Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 : 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 120

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
i 245

<210> 458
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 458
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 ’ 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 S5

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Gln Pro Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 150 "~ 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 459
<211> 249
<212> PRT
<213> Homo sapiens

<400> 459
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 : 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala TIle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Thr Tyr Leu Asp Phe
100 105 110

Trp Gly Brg Gly Thr Met Val Thr vVal Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 . 170 . 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 - ’ 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala.Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 450
<211> 249
<212> PRT
<213> Homo sapiens

<400> 460
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30 ’

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 -

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 S5

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ser Pro Leu His Ser
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 ‘

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg val
145 150 155 . 160
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Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Sexr Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ser His Trp Val Phe Gly
225 230 235 2490

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 461

<211l> 249

<212> PRT .
<213> Homo sapiens

<400> 461
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser val Arg Vval Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 €0

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 . 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Prc His His Ser Phe Asp Leu
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
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115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 - 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 1390

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205 ’

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 462
<211l> 249
<212> PRT
<213> Homo sapilens

<400> 462
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asp
’ 20 25 30

Ala Ile Asn Trxp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 . 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 ) 75 80

548



WO 02/02641 PCT/US01/19110

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 0] 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Ser Pro Leu Gln Pro
100 105 110

Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly CGly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 ) 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
' 165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
1595 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 463
<211> 249
<212> PRT
<213> Homo sapiens

<400> 463
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30
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Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr His Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 ' 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245.

<210> 464
<211> 249

550



WO 02/02641 PCT/US01/19110

<212> PRT
<213> Homo sapiens

<400> 464
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 , 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ser Pro Leu Ile Phe
100 : 105 110

Trp Gly Trp Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 . 180 -

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 '

551



WO 02/02641 PCT/US01/19110

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 . 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 465
<211> 249
<212> PRT
<213> Homo sapiens

<400> 465
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 ’

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 .75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95 :

.Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Met Ala Pro Leu Ser Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 ‘ 235 240

¢ly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 466
<21l> 249
<212> PRT
<213> Homo sapiens

<400> 466
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65, ' 70 75 80

' Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 ' 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Ser Gly Leu Asp Ala
100 105 110"

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Léu
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1320 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Bsn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 ‘ 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 467
<211> 249
<212> PRT
<213> Homo sapiens

<400> 467
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25. 3Q

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 g0 95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ala Ala Pro Leu Ser Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly CGly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 } 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 - 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 468
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 468 ~
Gln Val Gln Leu Gln Gln Pro Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 . 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 : 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 920 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Lys Ser Pro Ile Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 120

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys BAsn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 - ’ 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 469
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 469
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Gln val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 10 i5

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

¢ly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Ser Pro Leu Phe Phe
’ 100 105 110

Trp Gly Arg Gly Thr Met Val Thr vVal Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln-
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240
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Gly Gly Thr Glu Leu Thr Val Leu Gly
245 -

<210> 470
<211> 249
<«212> PRT
<213> Homo sapiens

<400> 470
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Glm Ala Pro Gly Gln Gly Leu Glu Trp Met
35 - 40 45

Gly Gly Tle Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg vVal Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Phe
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 .90 . 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Ser Pro Leu Phe Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr @Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190
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Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 . 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp vVal Phe Gly
225 230 235 . 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 471
<211> 249
<212> PRT
<213> Homo sapiens

<400> 471
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 ' 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Sexr Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr BAla Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Gly Met Asp Val
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gl? Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
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145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Arg Asn Asn
180 185 150

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala. Gln Ala Glu Asp Glu Ala Asp
210 215‘ 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp val Phe Gly
225 230 235 240

@ly Gly Thr Glu Leu Thr Val Leu Gly
’ 245

<210> 472
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 472
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

aAla Ile Asn Trp Val Arg Gln Ala Pro Gly Gla Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 : S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ser Pro Leu Leu Phe
100 105 110
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Trp Ser Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 ‘ 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 . 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Glan Thr Vval Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser CGly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 473
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 473 .
Gln Vval Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 .30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly His Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60
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Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr His Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gla Thr Val Arg Val
145 150 155 160

Thr Cyg Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Val Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala BAsp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 474
<211> 249
<212> PRT
<213> Homo sapiens

<400> 474
Gln Val Gln Leu @ln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val val Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ser Ala Leu Aryg Phe
100 : 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 / ‘ 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 475
<211> 248
<212> PRT
<213> Homo sapiens

<400> 475
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 ’ 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro CGly Gln Gly Leu Glu Trp Met
35 40 45

@ly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Fhe
50 55 60

@Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 ’ 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Pro Tyr Leu Ser Fhe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 : 1380

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
1958 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 476
<211> 249
<212> PRT
<213> Homo sapiens

<400> 476
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu vVal Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 ’ 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 ‘ 55 : 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80Q

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Bla Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Ala Pro Leu Phe Asp
100 105 ) 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Seér Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Vval Ala Leu Gly Gln Thr Vval Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
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165 ' 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 150

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Sexr Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 477
<211> 249
<212> PRT
<213> Homo sapiens

<400> 477
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 a0 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Vval Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Phe Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 i 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu val Tle Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Aép Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 478
«211> 249
<212> PRT
<213> Homo sapiens

<400> 478
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15°

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80
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Met

Ala

Trp

Gly

Thr

145

Thr

Gln

Arg

Thr

Tyr

225

Gly

Glu
Arg
Gly
Gly
130
Gln
Cys
Lys
Pro
Ala
210

Tyr

Gly

Leu

Ser

Arg

115

Gly

Asp

Gln

Pro

Ser

195

Ser

Cys

Thr

<210> 479
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 479
Gln vVal Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1

Ser

Arg

100

Gly

Gly

Pro

Gly

Gly

180

Gly

Leu

Asn

Glu

Ser

B85

Asp

Thr

Ser

Ala

AsSp

165

Gln

Ile

Thr

Ser

Leu
245

5

Leu

Leu

Met

Gly

val

150

Ser

Ala

Pro

Ile

Arg

230

Thr

Arg
Leu
val
Gly
135
Ser
Leu
Pro
Asp
Thr
215

Asp

Val

Ser

Leu

Thxr

120

Gly

Val

Arg

val

Arg

200

Gly

Ser

Leu

Glu Asp
90

Phe Pro

105

val Ser

Gly Ser

Ala Leu

Ser Tyr

170

Leu Val

185

Phe Ser

Ala Gln

Ser Gly

Gly

10

Thr

Hie

Ser

Ala

Gly

155

Tyx

Ile

Gly

Ala

Asn
235

Ala

Ala

Gly

Phe

140

Gln

Ala

Tyx

Serxr

Glu

220

His

Val

Pro

Gly

125

Ser

Thr

Ser

Gly

Ser

205

Asp

Trp

Tyr

Leu

110

Gly

Ser

Val

Trp

Lys

190

Ser

Glu

Val

Tyx

95

Val

Gly

Glu

Arg

Tyr

175

Asn

Gly

Ala

Phe

15

PCT/US01/19110
Cys»
Leu
Ser
Leu
Val
160
Gln
Asn
Asn

Asp

Gly
240

Ser Val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn

20

25

568
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Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Gly Met Asp Val
100 105 ) 110

Trp Gly Arg Gly Thr Met Val Thr Val Sexr Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Arg Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Giy Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 , 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 - 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 480
<211> 249
<212> PRT
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<213> Homo sapiens

<400> 480
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Glm Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu'Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 . 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Afg‘Arg Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser CGly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 ' 220
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Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ser His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Vval Leu Gly
245

<210> 481
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 481
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 . 15

Ser Val Arg Val Ser Cys Lys ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly ‘Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95 -

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ser Pro Leu Ser Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 . ‘ 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln BAsp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 ' 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
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180 185 1380

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trxp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Cly
245

<210> 482
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 482
Gln vVal Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30 ~

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 ) 70 ’ 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 - %0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Phe Thr
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Sexr Ser Glu Leu
130 135 140

572



WO 02/02641 PCT/US01/19110

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

@ln Lys Pro Gly Glm Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 - 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 . 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 483
<211> 249
<212> PRT
<213> Homo sapiens

<400> 483
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu vVal Lys Lys Pro Gly Ser
1 5 10 ! 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 ’

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95
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Ala Arg Ser Arg &sp
100

Trp Gly Arg Gly Thr
115

Gly Gly Gly Gly Ser
130

Thr Gln Asp Pro Ala
145

Thr Cys Gln Gly Asp
165

Gln Lys Pro Gly Gln
180

Arg Pro Ser Gly Ile
195

Thr Ala Ser Leu Thr
210

Tyr Tyr Cys Asn Ser
225 :

Gly Gly Thr Glu Leu
245

<210> 484
<211> 248
<212> PRT
<213> Homo sapiens

<400> 484
Gln Val Gln Leu Gln
1 5

Ser Val Arg Val Ser
20

2Ala Ile Asn Trp Val
35

Leu

Met

Gly

val

150

Ser

nla

Pro

Ile

Arg

230

Thr

Leu

Val

Gly

135

Ser

Leu

Pro

Asp

Thr

215

Asp

Val

Leu

Thr

120

Gly

vVal

Arg

Val

Arg

200

Gly

Ser

Leu

Phe

105

Val

Gly

Ala

Ser

Leu

185

Phe

Ala

Ser

Gly

Gln Ser Gly Ala

Cys Lys Ala

Arg Gln Ala

40

Ser
25

Pro

Pro

Ser

Ser

Leu

Tyxr

170

Val

Sexr

Gln

Gly

Glu
10

Gly

Gly

574

Asn

Ser

ala

Gly

155

yr

Ile

Gly

aAla

Asn
235

Asp

Gly

Phe

140

Gln

Ala

Tyr

Ser

Glu

220

His

Pro

Gly

125

Sex

Thr

Ser

Gly

Ser

205

Asp

Trp

Val Lys Lys

Gly Thr Phe

Gln Gly Leu

45

Leu

110

Gly

Ser

vVal

Trp

Lys

120

Ser

Glu

Val

Pro

Asn
30

Glu

PCT/US01/19110

Leu Ile

Gly Ser

Glu Leu

Arg Val

160

Tyr Gln

175

Asn Asn

Gly Asn

Ala Asp

Phe Gly
240

Gly Ser
15

Asn Asn

Trp Met
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 . 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Gln Trp
100 ’ 105 110

Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Gly Leu Thr
130 135 140

Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val Thr
145 . 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
185 200 205

Ala‘Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 : 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ser His Trp val Phe Gly Gly
225 230 235 240

Gly Thr Glu Leu Thr val Leu Gly
245

<210> 485
<211> 249
<212> PRT
<213> Homo sapiens

<400> 485 .
@ln Val Gln Leu Gln @ln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser His Ala Phe His Glu
100 105 : 110

Trp Asp Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 ‘ 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 i6o0

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240
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Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 486

<211l> 249

<212> PRT b
<213> Homo sapiens

<400> 486

Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 . 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 &0 :

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Axg Asp Leu Leu Leu Phe Pro Asn His Pro Leu Tyr Pro
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 . 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190.

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
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195

Thr Ala Ser

210

Tyr Tyr Cys

225

Gly Gly Thr

<210>
<21l>
<212>
<213>

<400>

487
249
PRT
Eomo sapiens

487

Gln Val Gln

1

Sexr

Ala

Gly

Gln

65

Met

Ala

Trp

Gly

Thr
145

Val
Ile
Gly

50
Gly
Glu
Arg
Giy
Gly

130

Gln

Arg

Asn

35

Ile

Arg

Leu

Ser

Arg

115

Gly

Asp

Leu

Asn

Glu

Leu
Val

20
Trp
Ile
Val
Ser
Arg
100
Gly

Gly

Pro

Thr

Ser

Leu
245

Gln

5

Ser

Val

Pro

Ala

Ser

85

Asp

Thr

Sexr-

Ala

Ile

Arg

230 .

Thr

Gln

Cys

Arg

Met

Ile

70

Leu

Leu

Met

Gly

Val
150

Thr
215

Asp

val

Ser

Lys

Gln

Phe

55

Thr

Arg

Leu

Val

Gly

135

Ser

200

Gly

Ser

Leu

‘Gly

Ala

Ala

40

Gly

Ala

Ser

Leu

Thr

120

Gly

Val

205

PCT/US01/19110

Ala Gln Ala Glu Asp Glu Ala Asp

220-

Ser Gly Asn His Trp Val Phe Gly

Gly

Ala

Ser

25

Pro

Thr

Asp

Glu

Phe

105

val

Gly

Ala

Glu

10

Gly

Gly

Ala

Glu

Asp

90

Pro

Ser

Ser

Leu
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235

Val

Gly

Gln

Lys

Ser

75

Thr

Tyr

Ser

Ala

Gly
155

Lys

Thr

Gly

Tyr

60

Thr

Ala

Ser

Gly

Phe

140

Gln

Lys

Phe

Leu

45

Ser

Ser

val

Pro

Gly

125

Ser

Thr

Pro

Asn

30

Glu

Gln

Thr

Tyr

Leu

110

Gly

Ser

Val

Gly

15

Asn

Trp

Asn

Ala

Tyr

95

Phe

Gly

Glu

Arg

240

Ser

Asn

Met

Phe

Ser

80

Cys

Pro

ser

Leu

Val
160
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Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
' 165 170 175

@ln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 . 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
’ 245

<210> 488
<211> 249
<212> PRT
" <213> Homo sapiens

<400> 488
Gln Vval Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 : 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Tle Ile Pro Met Phe Gly Thr Ala Arg Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 - 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Glmn Asp Pro Leu His Pro
100 105 - 110
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Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190 -

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly BAsn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 489
<211> 249
<212> PRT
<213> Homo sapiens

<400> 488
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser .
1 - 5 10 15°

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60
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Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu‘Leu Leu Phe Pro Asp Ala Pro Leu Phe Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 ' 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thx Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyf Ala Ser Trp Tyr Gln
165 170 175 '

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser.Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<2103 490
<211> 249
<212> PRT
<213> Homo sapiens

<400> 490

Gln Val Gln Leu GIn Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
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" 20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 . 55 60

@Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 ‘ 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala vVal Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ser Pro Leu Leu Ile
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg Val
145 150 - 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 180

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 : 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Vval Leu Gly
245
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<210> 491
<211> 249
<212> PRT
<213> Homo sapiens

<400> 451
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Sexr Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 '

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 ‘ 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
) 85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gly Ser Pro Leu Leu Phe
100 ’ 105 110

Trp Ser Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
’ 115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys'Asn Asn
180 ' 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205 ‘

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp -
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210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 492
<211> 2459
<212> PRT
<213> Homo sapiens

<400> 492 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pre Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ser Pro Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Pro Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
‘ 165 170 - 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 - 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe'Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 493
<211l> 245
<212> PRT
<213> Homo sapiens

<400> 493
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 : 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 ’ 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 . 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Gglu Asp Thr Ala vVal Tyr Tyr Cys
85 90 . 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Gln Pro Leu Ser Phe
100 105 110

Trp Gly BArg Gly Thr Met val Thr VvVal Ser Ser Gly Gly Gly Gly Ser
115 120 ) 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 - 155 160

Thr Cys Gln Gly Asp. Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
1840 185 190

Arg Pro Leu Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 . 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Bsp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 4924
<211> 249
<212> PRT
<213> Homo sapiens

<400> 454
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Tle Asn Trp-Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn FPhe
50 55 60

Gln Gly Arg Val Ala Tle Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
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Met Glu Ser

85

Leu Ser

Ala Arg Ser Arg

100

Asp

Trp Gly Arg Gly Thr

115 -

Gly Gly Ser

130

Gly Gly

Thr
145

Gln Asp Pro Ala

Thr Cys Gln Gly Asp

165

Glh Lys Pro Gly Gln

180

Ser Ile

195

Arg Pro Gly

Thr Ala Thr

210

Ser Leu

TyY Ser

225

Tyr Cys Asn

Thr Glu Leu

245

Gly Gly

<210> . 495
<211> 249
<212> PRT
<213> Homo sapiens

<400> 495
Gln Val Gln Leu Gln
1 5

Ser Val Arg Vval Ser
20

Ala Ile Asn Trp Val

Leu Arg Ser Glu Asp

90

Phe
105

Leu Leu Leu Pro

Thr val
120

Met Val Ser

Gly Gly Ser

135

Gly Gly

val Ser Val Ala Leu

150

Ser Leu Arg Ser Tyr

170

Val Leu Val

185

Ala Pro

Pro Asp Arg Phe Ser

200

Thr Ala Gln

215

Ile Gly

Arg Ser Ser Gly

230

Asp

Thr val Leu Gly

Gln Ser Gly Ala Glu
10

Cys Lys Ala Ser Gly
25

Arg Gln Ala Pro Gly

587

Thr

Leu

Ser

Ala

Gly

155

Tyr

Ile

Gly

Ala

Asn
235

Ala

ser

Gly

Phe

140

Gln

Ala

Tyxr

Ser

Glu

220

His

Val

Pro

Gly

125

Ser

Thr

Ser

Gly

Ser

205

Asp

Trp

Tyr

Leu
110

Gly Gly

Ser

val

Trp

Lys

190

Ser

Glu

val

Val Lys Lyé Pro

Gly Thr Phe Asn

30
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Tyr Cys
95

Trp Pro

Ser

Glu

Leu

val
160

Arg

Tyr Gln

175

Asn Asn

Gly Asn -

Ala Bsp

Phe Gly

240

Gly Ser
15

Asn Asn

Gln Gly Leu Glu Trp Met
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35 . 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Gly Thr Ala Ser
65 70 N 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Phe Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
T 130 135 140 .

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 ) 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Sexr Gly 2asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 49396
<211> 249
<212> PRT
<213> Homo sapiens
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<400> 496
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thxr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 , 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Gly Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala ‘Arg Ser Arg Asp Leu Leu Leu Phe Pro His Asp Pro Leu Leu Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 :

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 ' 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Giy
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225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 497
<211> 249
<212> PRT
<213> Homo sapiens

<400> 497
Gln Val @Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 | 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 : 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Ser Pro Leu Leu Phe
100 105 110 ’

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 . 120 125

Cly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 180
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Arg

Thr

Tyr

225

Gly

<210>
<211l>
<212>
<213>

<400>

Pro

Ala

210

Tyr

Gly

Ser

195

Ser

Cys

Thr

498
249
PRT
Homo sapiens

498

Gln Val Gln

1

Ser

Ala

Gly

Gln

65

Met

Ala

Trp

Gly

Val

Ile

Gly

50

Gly

Glu

Arg

Gly

Gly
130

Arg

Asn

35

Ile

Arg

Leu

Ser

Arg

115

Gly

Gly

Leu

Asn

Glu

Leu

Val

20

Trp

Ile

val

Ser

Arg

100

Gly

Gly

Ile

Thr

Ser

Leu
245

Gln

5

Ser

Val

Pro

Ala

Ser

85

Asp

Thr

Ser

Pro

Ile

Arg

230

Thr

Gln

Cys

Arg

Met

Ile

70

Leu

Leu

Met

Gly

Asp

Thr

215

Asp

val

Ser

Lys

Gln

Phe

55

Thr

Arg

‘Leu

Val

Gly
135

Arg

200

Gly

Ser

Leu

Gly

Ala

Ala

40

Gly

Ala

Sexr

Leu

Thr

120

Gly

Phe

Ala

Ser

Gly

Ala

Ser

25

Pro

Thr

Asp

Glu

Phe

105

Val

Gly

Ser

Gln

Gly

Glu

10

Gly

Gly

Ala

Glu

Asp

920

Pro

Ser

Ser

591

Gly

Ala

Asn
235

Val
Gly
Glr.1
Lys
ser

75
Thr
His
Ser

Ala

Ser

Glu

220

His

Lys

Thr

Gly

Tvr

60

Thr

Ala

Ser

Gly

Phe
140

Ser
205

Asp

Trp

Lys
Phe
Leu

45
Ser
Ser
val
Pro
Gly
125

Ser

Ser

Glu

val

Pro

Asn

30

Glu

Gln

Thr

Tyr

Leu

110

Gly

Ser

Gly

Ala

Phe

Gly

15

Asn

Trp

Asn

Ala

Tyr

S5

Arg

Gly

Glu
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Asn

Asp

Gly
240

Ser

Asn

Met

Phe

Ser

80

Cys

Ile

Ser

Leu



WO 02/02641 PCT/US01/19110

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu, Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 499
<211> 24595
<212> PRT
<213> Homo sapiens

<400> 499
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1- 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 .. 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 - 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 . 95
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ala Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 i 125

@ly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 . 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 : 175

@Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 . 190 :

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

' Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 500
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 500
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
' 35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
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50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Thr Pro Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125 :

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp“
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 501
<211> 2482
<212> PRT
<213> Homo sapiens

<400> 501
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg vVal Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Leu Ala Pro Leu Ser Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 - 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Glun Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 . 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
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245

<210> 502
<211> 249
<212> PRT
' <213> Homo sapiens

<400> 502
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 ’ 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 : 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 . 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Gln Pro Leu Ser Phe
100 105 - 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly .Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 503
<211> 249
<212> PRT
<213> Homo sapiens

<400> 503 ]
Gln Vval Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 . . 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala TIle Asn Trp Val Arg Gin Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Leu Glu Pro Met His Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg val
145 150 : 155 160
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Thr Cys Gln Gly Asp Ser Leu Arg Gly Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

@Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Giy Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205 .

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Bsp
210 - . 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 . 230 235 240 °

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 504

<211l> 249

<212> PRT .
<213> Homo sapieris

<400> 504 .
Gln vVal Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Txp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 . . 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ala Pro Leu Thr Phe
100 . 105 110

598



WO 02/02641

Trp

Gly

Thr

145

Thr

Gln

Arg

‘Thr

Tyr

225

Gly

<210>
<211>
<212>
<213>

<400>

Ser

Gly

130

Gln

Cys

Lys

Pro

Ala

210

Tyr

Gly

Arg

115

Gly

Asp

Gln

Pro

ser

195

Ser

Cys

Thr

505
249
PRT
Homo sapiens

505

Gln Val Gln

1

Sexr

vVal

Arg

Gly

Gly

Pro

Gly

Gly

180

Gly

Leu

Asn

Glu

Leu

val
20

Thr

Ser

Ala

Asp

165

Gln

Ile

Thr

Ser

Leu
245

Gln
5

Ser

Ala .Ile Asn Trp Val

35

Gly Gly TIle

Gln

50

Gly

Arg

Ile

val

Pro

Ala

Met

Gly

Val

150

Ser

Ala

Pro

Ile

Arg

230

Thr

Gln

Cys

Arg

Met

Ile

val

Gly

135

Ser

Leu

Pro

Asp

Thr

215

Asp

val

Ser

Lys

Gln

Phe

55

Thr

Thr

120

Gly

Val

Arg

Val

Arg

200

Gly

Ser

Leu

Gly

Ala

Ala

40

Gly

Ala

Val

Gly

Ala

Ser

Leu

185

Phe

Ala

Ser

Gly

Ala

Ser

25

Pro

Thr

Asp

Ser

Sexr

Leu

Tyr

170

val

Ser

Gln

Gly

Glu

10

Gly

Gly

Ala

Glu

599

Ser

Ala

Gly

155

Tyx

Ile

Gly

Ala

Asn
235

val

Gly

Gln

Lys

Ser

Gly

Phe

140

Gln

Ala

Tyr

Ser

Glu

220

His

Lys

Thr

Gly

Tyr

60

Thr

Gly
125

Ser

"Thr

Ser
Gly
Ser
205

Asp

Trp

Lys
Phe
Leu

45

Ser

Ser

Gly

Ser

Val

Trp

Lys

190

Ser

Glu

Val

Pro

Asn

30

Glu

Gln

Thr

Gly

Glu

Tyr

175

Asn

Gly

Ala

Phe

Gly

15

Asn

Trp

Asn

Ala
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Asn
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65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser His Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Vval Sexr Val Ala Leu Gly Gln Thr val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 . 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
' 245

<210> 506
<211> 249
<212> PRT
<213> Homo sapiens

<400> 506
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 - 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30
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Ala Ile Asn Trp Val Arg Gln Ala Pro CGly Gln Gly Leu Glu Trp Met
35 40 45 .

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Val Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Thr Pro Leu Val Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 . 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

BArg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 ‘ 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Ser Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 507
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<211l> 2459
<212> PRT
<213> Homo sapiens

<400> 507 ,
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Ala Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 ’ 30

aAla Yle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn' Phe
50 55 60

Gln Gly-Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 920 S5

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gly Ser Pro Leu Thr Phe
100 105 ‘ . 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Glan
165 170 175

Gln Lys Pro Gly @Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220
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Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 508
" <211> 249
<212> PRT
<213> Homo sapiens

<400> 508
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
- 50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Ala Pro Leu Leu Phe
~ 100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 .

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 -~ 170 ‘175
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@ln Lys Pro Gly Gln Ala Pro Val Leu Val Ile‘Tyr Gly Lys Asn Asn
- 180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly BAsn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 509
<211> 249
- <212> PRT
<213> Homo sapiens

<400> 509
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 - 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
'35 40 . 45

"Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala'Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ala Pro Leu Asp Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 ‘ 125

604



WO 02/02641 PCT/US01/19110

Gly Gly Gly Gly Ser Gly Gly CGly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala val Ser Val Ala Leu Gly Gln Thr Vval Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Glmn
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asnm Asn
: 180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 510
<21l1l> 249
<212> PRT
<213> Homo sapiens

<400> 510
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 : 45

Gly Gly Ile Ile Pro.Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 ' 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
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85 920 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser His Pro Leu Ser Phe
100 108 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Giy Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 . 170 175

Gln Lys Pro Gly Glmn Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 150

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr vVal Leu Gly
245

<210> 511
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 511 :
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 : 40 45
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 . 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Phe Pro Leu Leu Phe
100 105 . 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 ' 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 - 185 . 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Tfp Val Phe Gly
225 230 ' 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 512
<211> 249
<212> PRT
<213> Homo sapilens
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<400> 512 -
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 : 25 30

Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ala Ala Ile Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val
50 55 . 60 :

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 : 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Lys Asp Gly Tyr Tyr Asp Ile Leu Thr Gly Tyr Ser Tyr Tyr Gly
100 105 110

Met Asp Val Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe Gln
: 165 170 175

Gln Lys Pro Gly Gln Ala Pro Leu Leu Val Val Tyr Ala Lys Asn Lys -
180 1185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 ‘ 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 : . 220 :

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Vval val Phe Gly
225 230 235 240
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Gly Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 513
<21l> 249
<212> PRT
<213> Homo sapiens

<400> 513
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro @ly Ser .
1 5 10 15 ’

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
) 3s 40 45

¢ly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 - 3 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 ’ 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ala Lys Pro Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu lLeu
130 135. 140 :

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 . © 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 . 170 175

Gln Lys Pro Gly Glmn Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190
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Arg Pro Ser Gly TIle Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 : 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

«<210> 514
<211> 249
<212> PRT
<213> Homo sapiens

<400> 514 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 ' 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly.Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
’ 35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 ' 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asn Ser Thr Leu Ser Phe
100 105 . 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
118 120 1258

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140 '
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Thr Gln Asp

145

Thr

Gln

Arg

Thr

Tyx

225

Gly

<210>
<211>
<212>
<213>

<400>

Cys

Lys

Pro

ala

210

Tyr

Gly

Gln

Pro

Ser

195

Ser

Cys

Thr

515
249
PRT
Homo sapilens

515

Gln Val Gln

1

Ser

Ala

Gly

Gln

65

Met

Ala

Val

Ile

Gly

50

Gly

Glu

Arg

Arg

Asn
35

Ile

Arg

Leu

Ser

Pro

Gly

Gly

180

Gly

Leu

Asn

Glu

Leu

val

20

Trp

Ile

Val

Ser

Arg

Ala

Asp

165

Gln

Ile

Thr

Ser

Leu
245

Gln

5

Ser

Val

Pro

Ala

Ser
85

Asp

vVal

150

Ser

Ala

Pro

Ile

Arg

230

Thr

Gln

Cys

Arg

Met

Ile

70

Leu

Leu

Ser

Leu

Pro

Asp

Thr

215

Asp

val

Ser

Lys

Gln

Phe

55

Thr

Arg

Leu

Val

Arg

Val

Arg

200

Gly

Sex

Leu

Gly

Ala

Ala

40

Gly

Ala

Ser

Leu

Ala

Ser

Leu

185

Phe

Ala

Ser

Gly

Ala

Ser

25

Pro

Thr

Asp

Glu

Phe

Leu
Tyr
170
Val
Ser
Gln

Gly

Glu

10
Gly
Gly
Ala
Glu
Asp

S0

Pro

61l

Gly

155

Tyr

Ile

Gly

Ala

Asn
235

Val

Gly

Gln

Lys

Ser

75

Thr

Asp

Gln

Ala

Tyx

Ser

Glu

220

His

Lys

Thr

Gly

TyY

60

Thr

Ala

Ala

Thr
Ser
Gly
Ser
205

Asp

Trp

Lys

Phe

Leu

Ser

Ser

Val

Pro

Val

Trp

Lys

190

Ser

Glu

Val

Pro

Asn

30

Glu

Glin

Thr

Leu

Arg

Tyr

175

Asn

Gly

Ala

Phe

Gly

Asn

Trp

Asn

Ala

TyT

95

Thr
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160
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240
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100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125 ’

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 150

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 A 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asu
180 185 : 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 . 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 . 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly’
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 516

«211> 249 "
<212> PRT

<213> Homo sapiens

<400> 516 . -
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 R 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 '
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Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Glu Pro Leu Leu Ile
100 105 110

Trp Gly BArg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
S 130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 ’ 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
i8¢0 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 : 230 ) 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 517
<211> 249
<212> PRT
<213> Homo sapilens

<400> 517
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 . 5 10 15 i
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 - 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Tyr Pro Leu Ser Phe
- 100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Sexr Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 . 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trpryr Gln
165 170 175

@Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 120

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 208

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
- 210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

.Gly Gly Thr Glu Leu Thr Val Leu Gly
245 ’
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<210> 518
<211> 249
<212> PRT
<213> Homo sapiens

<400> 518
Gln Vval Gln Leu Gln Glan Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asp Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Tle Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu PHe Pro Thr Glu Pro Leu Val Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr vVal Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Sexr Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Glan Thr Val Arg Val
145 ’ 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 : 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
' 180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Sexr Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 5198
<211> 249
<212> PRT
<213> Homo sapiens

<400> 519
Gln-val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
. 35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Tyr Pro Leu His Phe
100 105 110

Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 : 155 : 160
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Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

@ly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 520
<211> 249
<212> PRT
<213> Homo sapiens

<400> 520
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser .
1 5 10 15

Ser Val Arg vVal Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Glm Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly @ly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Asp Pro Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
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115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 - 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 . 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
: 245

<210> 521
<211> 249
<212> PRT
<213> Homo sapiens

<400> 521
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 ' 15

Ser vVal Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 . 80
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Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Ala Pro Leu Thr Asn
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 ,125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
‘ 210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 522
<211> 249~
<212> PRT
<213> Homo sapiens

<400> 522
Gln val Gln Leu Gln Glm Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 - 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30
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Ala Ile Asn Trp Val Arg GIn Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 920 95

Ala Arg Ser Arxrg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Glu Ala
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 ‘ 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Sexr Arg Asp Ser Ser Gly Asn His Trxrp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 523
<211> 249
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<212> PRT
<213> Homo sapiens

<400> 523
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val'Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 '

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr’Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Asp His Pro Leu Leu Phe
: 100 ' 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Sexr
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg Val
145 - 150 155 : 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 - 180

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 ’ 220
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Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 524
<211> 249
<212> PRT
<213> Homo sapiens

<400> 524 .
Gln Val Gln Leu-Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
B85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ala Pro Leu Ser Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 ' 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Ser Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 - 1558 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
185 170 : 175
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Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 .

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 - 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 525
<21l> 249
<212> PRT
<213> Homo sapiens

<400> 525
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

 ger Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Meéet
35 40 45

Gly Gly Ile Tle Pro Met Phe Gly Thr Ala Lys Tyr Sexr Gln Asn Phé
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp.-Glu Ser Thr Sex Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
. 85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Gly Pro Leu Arg Phe
~ 100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
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130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 . 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 : 215 - 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 526
<211> 248
<212> PRT
<213> Homo sapiens

<400> 526.
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
. 20 25 30

‘Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Glm Gly Leu Glu Trp Met
35 40 45 :

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 . 30 . 95 '
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Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Phe Thr Pro Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 ’ 135 ' 140

Thr Gln Asp Pro Ala val Ser Val Rla Leu Gly Gln Thr Val Arg val
145 150 . 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
. 165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 . 188 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Sex Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 o

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 527
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 527 ’
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 . 5 . 10. . 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Glmn Ala Pro Gly Gln Gly Leu Glu Trp Met
35 ' 40 45

625



WO 02/02641 PCT/US01/19110

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 , 60

@Gln Gly Arg val BAla Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 24Q 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln His Pro Leu Ser Pro
100 105 » 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Vval
145 150 155 . 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 . 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 528
<211> 249
<212> PRT
<213> Homo sapiens

<400> 528
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Gln vVal Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
’ 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 ' 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 85

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ser Ala Pro Ile Val Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 } 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 . 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln-'Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 180

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240
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Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 529
<211> 249
<212> PRT
<213> Homo sapiens

<400> 529
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Axrg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 4 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gln Ala Pro Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
' 165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190
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Arg Pro Ser¥ Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 . 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn Hig Trp Val Phe Gly
225 2307 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 530
<211> 249
<212> PRT
<213> Homo sapiens

<400> 530
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Txp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ala Pro Leu Arg Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser aAla Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
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145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 - 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 - . 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 531
<21l> 249
<212> PRT
<213> Homo sapiens

<400> 531 )
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg vVal Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 : 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Thr Pro Leu Thr Phe
100 105 . 110
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Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 ;20 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Glno Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser His Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala GIn Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asm His Trp Val Phe Gly
225, 230 . 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 532
<211l> 249
<212> PRT"
.<213> Homo sapiens

<400> 532 : ’
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly. Ser
1 N 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 : 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Ile
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60
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Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Led Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Asp Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 1358 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 . 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg‘Asp Ser Ser Gly Asn His Trp Ala Phe Gly
225 230 ’ 235 240

Gly Gly Thr Gly Leu Thr Val Leu Gly
245

<210> 533
<211> 2459
<212> PRT
<213> Homo sapilens

<400> 533 ’
Gln Val Gln Leu Gln Glun Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15
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Ser Val Arg val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
' 85 90 S5

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Gly Phe Asp Ser
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg Val
145 150 ‘ 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 . 170 175

‘Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 3 200 205 ’

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Sex Ser Gly Asn His Trp Val Phe Gly
225 230 ' 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245
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<210> 534
<211> 249
<212> PRT
<213> Homo sapiens

<400> 534
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 ’ 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile aAsn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser GIln Asn Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 . 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 9¢ 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Tyr Ser Pro Leu Ser Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Vval Ser Val Ala Leu Gly Gln Thr val Arg Vval
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 ' 190

Arg Pro Ser Gly -Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 . 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly:
225 230 235 . 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 535
<211> 249
<212> PRT
<213> Homo sapiens

<400> 535
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 ‘ 25 ‘ 30

Ala Ile Asn Trp Val. Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

Gln Gly arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 ’ 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Gly Arg Pro Leu Thr Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Vval Ser Ser Gly Gly Gly Gly Ser
115 ’ 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

© Thr Gln Asp Pro Ala Vval Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
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165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 , 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 : 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
) 245

<210> 536
<211> 249
<212> PRT
<213> Homo sapiens

<400> 536 o .
Gln Val Gln Leu .Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Bsn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 . 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Ala Glu His Leu Leu Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 1140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 iss 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 ‘ 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 537
<211> 249
<212> PRT
<213> Homo sapiens

<400> 537
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 . 15 .

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

@Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 . 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80
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Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 ‘ 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Ala Pro Leu His Pro
100 _ 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Sexr Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Glan Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 150

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 : 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 538
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 538
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Sex Gly Gly Thr Phe Asn Asn Asn
20 25 : 30
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Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 145

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 ' 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 S5 -

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Glu Pro Leu Thr Ala
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Qly Gly Gly Ser
115 ) 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala GIln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 - 240

Gly Gly Thr Glu Leu Thr val Leu Gly
245

<210> 539
<211> 2459
<212> PRT
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<213> Homojsapiens

<400> 5329
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15 .

Ser Val Arg vVal Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trxp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly. Thr Ala Lys Tyr Ser Gln Asn Phe
50 S5 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80.

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Phe Glu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

@ln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185° 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 - . 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 , 215 220
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Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asm His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 540
<211> 249
<212> PRT
<213> Homo sapilens

 <400> 540
Gln Vval Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 . 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Aép Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Ala Pro Leu Asp Fhe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 ) 135 140

Thr Gln Asp Pro Ala val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 - 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Thr Tyr Gly Lys Asn Asn
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Arg Pro

Thr Ala
210

Tyr Tyr
225

Glu Gly

Ser

195

Ser

Cys

Thr

<210> 541
<211> 249
<212> PRT
<213> Homo sapiens

<400> 541

Gln Val
1

Ser Val

Ala Ile

Gly Gly
50

. Gln Gly

65

Met Glu

.Ala Arg

Trp Gly

Gly Gly
130

Gln

Arg

Asn

35

Ile

Arg

Leu

Ser

Arg

115

Gly

180

Gly

Leu

Asn

Lys

Leu

val
20

Trp

Ile

Val

Ser

Arg

100

Gly

Gly

Ile

Thr

Ser

Leu
245

Gln

5

Ser

Val

Pro

Ala

Ser

85

Asp

Thr

Ser

Pro
Ile
Arg
230

Thr

Gln
Cys
Arg
Met
Ile

7Q
Leu
Leu

Met

Gly

Asp
Thr
215

Asp

val

Ser

Lys

Gln

Phe

55

Thr

Arg

Leu

val

Gly
135

Arg
200
Gly

Ser

Leu

Gly
Ala
Ala

40
Gly
Ala
Ser
Leu
Thr

120

Gly

185

Phe

Ala

Ser

Gly

Ala
Ser

25
Pro
Thr
Asp
Glu
Phe
105

Val

Gly

Ser

Gln

Gly

Glu

10

Gly

Gly

Ala

Glu

Asp

Pro

Ser

Ser
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Cly

Ala

Thr
235

val

Gly

Gln

Lys

Ser

75

Thr

Phe

Ser

Ala

Ser

Glu

220

His

Lys

Thr

Gly

Tyr

60

Thr

Ala

Gly

Gly

Phe
140

Ser
205

Asp

Trp

Lys

Phe

Leu

45

Ser

Ser

vVal

Thr'

Gly
125

Ser

PCT/US01/19110

190

Ser Gly Asn

Glu Ala Asp

vVal Phe Ala
240

Pro Gly Ser
15

Asn Asn Asn
30

Glu Trp Met

Gln. Asn Phe

Thr Ala Ser
80

Tyr Tyr Cyé
95

Leu Arg Phe
110

Gly Gly Ser

Ser Glu Leu
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Thr Gln Asp Pro Ala Val Sexr Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 . 170 175

Gln Lys Pro Gly @ln Ala Pro Val Leu Val Tle Tyr Gly Arg Asn Asn
180 185 120

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 ) 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu'Asp Glu Ala Asp
210 215 . 220 .

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly-
225 . 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 542
<211> 249
<212> PRT
<213> Homo sapiens

<400> 542 R :
@ln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg‘Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45,

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Ser
50 55 60

@ln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 . 70 75 ' 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 S5
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Ala Arg Ser Arg

100

Trp Gly Arg Gly

115

Gly Gly Gly Gly
130

Thr Gln Asp Pro

145

Thr Cys Gln Gly

Gln Lys Pro Gly

180

Arg Pro Ser Gly

185

Thr Ala Ser Leu
210

Tyr Tyr Cys Asn

225

Gly Gly‘Thr Glu

<210>
<211>
<212>
<213>

<400>

543
249
PRT

Asp

Thr

Ser

Ala

Asp

185

Gln

Ile

Thr

Ser

Leu
245

Homo sapiens

543

Gln val Gln Leu Gln

1

5

Ser Val Arg Val Ser

20

Leu

Met

Gly

val

150

Ser

Ala

Pro

Ile

Arg

230

Thr

Leu
val
Gly
138
Ser
Leu
Pro
Asp
Thr
215

Asp

Val

Leu

Thr

120

Gly

Val

Arg

Val

Arg

200

Gly

Ser

Leu

Gln Ser Gly

Cys Lys Ala

Ala Tle Asn Trp Val Arg Gln Ala

35

40

Phe

105

val

Gly

Ala

Ser

Leu

185

Phe

Ala

Ser

Gly

Ala

Ser
25

Pro

Pro
Ser
Ser
Leu
Tyr
170
Val
Ser

Gln

Gly

Glu
10

Gly

Gly

644

ser

Ser

Ala

Gly

155

Tyr

Ile

Gly

Ala

Bsn
235

Ser

Gly

Phe

140

Gln

Ala

Tyr

Ser

Glua

220

His

Pro

Gly

125

Ser

Thr

Ser

Gly

Ser

205

Asp

Trp

Val Lys Lys

Gly Thr Phe

Gln Gly Leu

45

Leu

110

Gly

Ser

val

Trp

Lys

190

Ser

Glu

Val

Pro

Asn

30

Glu

PCT/US01/19110

val Phe
Gly Ser
Glu Leu
Arg Val

160
Tyr Gln
175
Asn Asn
Gly Asn

Ala Asp

Phe Gly
240

Gly Ser
15

Asn Asn

Trp Met
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 N 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 .75 80

Met Glu Leu Ser Ser Leu Arg Sex Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Arg Asp Pro Leu Ala Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 . 135 : 140 '

Thr Gln Asp Pro Ala Vval Ser Val Ala Leu Gly Gln Thr val Arg val
145 150 155 : 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
’ 165 170 175

Gln Lystro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 © 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205 :

Thr Ala Ser Leu Thr Ile Thr Gly Ala GIn Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Giy
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 544 -
<211l> 249

<212> PRT

<213>.Homo sapiens

<400> 544 , .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
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Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
: 20 : 25 30

Ala Tle Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60 )

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 ‘ 70 75 ' 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro Thr Ser Pro Leu Ser Phe
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Pro Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 ' 135 140 :

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190 :

Arg Pro Ser Gly Ile Pro Asp Arg Phe Sexr Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 : 2158 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ser His Trp Val Phe Gly
225 230 © 235 240
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Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 545
<211> 249
«212> PRT
<213> Homo sapiens

<400> 545

Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 - 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 , 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Ala Pro Leu Leu Leu
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125 .

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130‘ - 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Agp Arg Phe Ser Gly Ser Ser Ser Gly Asn
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